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cooperation with c-Myb in TCR 6 regula- 
tion, 473 
cooperative DNA binding with Ets-1, 840 
COX3 mitochondrial MRNA 
S. cerevisiae 
proteins that activate translation, 1045 
COXII protein 
S. cerevisiae 
expression in mitochondria, 4643 
CPAI gene 
S. cerevisiae 
translational control, 2378 


CpG methylation 
density 
dependence of transcriptional repres- 
sion on, 5487 
myoD gene, 6143 
p53 gene 
codon 248, 4225 
C-protein tetramer 
function in hnRNP assembly, 518 
pre-mRNA binding, 518 
CREB protein 
dephosphorylation 
inhibition by small t antigen, 5881 
mediation of proIL-1B gene expression, 
7285 


monomeric derivative 
constitutive activator, 7204 
phosphorylation 
effect of PP1 inhibitor, 4398 
transcriptional stimulation 
regulation by small t antigen, 5881 
crg-2 gene 
mouse 
LPS-responsive element, 2914 
Crithidia fasciculata 
U6 RNA, 4565 
upstream tRNA genes 
role in small RNA gene expression, 
6736 
CRK protein 
binding to mSos and C3G, 5495 
modulation of Ras activity, 5495 
v-Crk protein 
avian sarcoma virus CT10 
effect on PC12 cell differentiation, 1964 
CRYI gene 
C. reinhardtii, 4011 
Cryptococcus neoformans 
CAP59 gene, 4912 
capsule-deficient mutant, 4912 
aA-Crystallin gene 
chicken 
regulation, 7363 
y-Crystallin gene family 
X. laevis 
transcription in lens and nonlens tis- 
sues, 1355 
Csk protein 
chicken 
role in B-cell receptor signaling, 7306 
suppression of Src, 5402 
CstF protein 
64-kDa subunit 
effect on cleavage site location, 6647 
pre-mRNA binding, 6647 
CUPI gene 
S. cerevisiae 
activation by HSF, 8155 
CUP9 gene 
S. cerevisiae 
copper homeostasis, 7792 
cut8* gene 
S. pombe, 6361 
Cut protein 
human 
repression of c-myc transcription, 4251 
Cuticle collagens 
C. elegans, 2722 
Cu/Zn superoxide dismutase 
null mutant 
D. melanogaster, 1302 
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Cyclic AMP 
role in transcription activation at a CRE, 
7546 
Cyclic AMP response element 
gene expression at 
stimulation by FGF and cAMP, 7546 
location of Tax-ATF3 interaction, 4958 
Cyclin A/CDK2 complexes 
binding to E2F-1, 8420 
Cyclin D1 
expression 
acceleration of G,/S transition, 1669 
ectopic, 5259 
human 
repression by MYC, 4032 
regulation of transcription, 5259 
Cyclin D-dependent kinase 4 
regulation by cdk4-activating kinase, 2713 
Cyclin E 
expression 
acceleration of G,/S transition, 1669 
v-Cyclin protein 
herpesvirus saimiri, 7235 
Cyclin-Cdk activity 
novel inhibitor, 3683 
Cyclin-dependent kinase activity 
D type 
mammalian cells, 2066 
Cyclins 
virus encoded, 7235 
Cycloheximide 
reactivation of chicken apoll gene tran- 
scription, 1733 
CYP2DS5 gene 
rat 
novel cis-acting element, 1383 
Cytotoxic T lymphocytes 
triggering of target cell death, 427 


D8 rRNA variable region 
T. thermophila 
essential role, 4203 
DB! protein 
human 
IL-3 promoter binding, 5099 
DBF8 gene 
S. cerevisiae 
role in chromosome segregation, 6350 
Db! protein 
mediation of transformation, 6848 
Ddp1 nuclear plasmid 
D. disccideum 
plasmid maintenance functions, 6117 
Deletion vectors 
mouse ES cells 
targeting frequency, 2404 
Delilah protein 
D. melanogaster 
expression in muscle attachment cells, 
4145 


sEF1 protein 
E2-box repression, 5692 
Developmental decisions 
A. nidulans 
modulation by Ras, 5333 
Diazepam-binding inhibitor 
D. melanogaster 
tissue-specific expression, 6983 
Dictyostelium discoideum 
Ddp1 nuclear plasmid 
plasmid maintenance functions, 6117 
Dictyostelium repetitive element 
transcription, 3074 


VoL. 14, 1994 


ERK] protein, 6996 
plasmid maintenance functions 
Ddp1 plasmid, 6117 
prespore-specific expression, 5840 
SP60/cotC gene, 5840 
PTP1 and PTP2 proteins 
regulatory functions, 5154 
Dictyostelium repetitive element 
D. discoideum 
transcription, 3074 
Differentiation-induced factor 
IFN-y activation site, binding to, 1364 
Diglycerides 
Vav activation, 4749 
Dihydrofolate reductase locus 
CHO cells 
effects of radiation on DNA synthesis, 


Dioxin receptor 
bHLH 
hsp90 release, 2438 
transactivation, 8343 
D-La protein 
D. melanogaster 
homology to human La/SS-B, 5123 
DNA bending 
xUBF, 6476 
DNA cleavage 
S. cerevisiae 
Flip recombinase, 7492 
DNA damage 
S. cerevisiae 
drug induced, 8071 
UV induced 
preferential repair, 391 
DNA damage response pathways 
p53 dependent 
triggering by DNA strand breaks, 1815 
DNA end joining 
mammalian cell nuclear extract, 170 
nonhomologous 
overlap formation, 888 
X. laevis egg extracts 
overlap formation, 888 
DNA end-binding factor 
involvement in DNA repair and recombi- 
nation, 4741 
DNA ligase I 
human 


effect of defect on DNA repair and rep- 


lication, 310 
DNA ligase III 
interaction with XRCC1 protein, 68 
DNA methylation 
effect on MGMT gene expression, 6515 
effect on viral gene expression, 2004 
mouse 
Hprt gene, 7975 
N. crassa 
de novo, 7059 
patterns 
comparison by restriction landmark 
genomic scanning, 7421 
repression of a1(I) collagen promoter, 
5950 
DNA mismatch repair 


extrachromosomal recombination interme- 


diates, 400 
role in induction of recombination, 4802 
S. cerevisiae 
requirement for MLH1 and PMS1, 407 


DNA photolyase 
S. cerevisiae 
binding to drug-damaged DNA, 8071 
DNA polymerase a-primase 
mouse 
subpopulation interaction with Py T 
antigen, 2767 
subpopulation stimulation of Py DNA 
replication, 2767 
S. cerevisiae 
B-subunit function in DNA replication, 
923 
species-specific interactions with SV40 T 
antigen, 3176 
DNA rearrangement sites 
T. thermophila, 5939 
DNA repair 
aberrant 
caused by DNA ligase I defect, 310 
defects 
chromosomal translocation breaksite 
regions, association with, 1204 
double-strand breaks 
involvement of DNA end-binding fac- 
tor, 4741 
ERCC3 domains essential for, 4126 
role of rad2 gene, 4878 
S. cerevisiae 
double-strand breaks, 1278 
role of RAD7 and RADIO6, 6135 
X. laevis 
abasic sites, 6187 
DNA replication 
aberrant 
caused by DNA ligase I defect, 310 
D. melanogaster 
initiation region, 7394 
from initiation zones, 6489 
origin 
human hsp70 promoter, 6386 
S. cerevisiae, 3524 
S. pombe, 1796 
polyomavirus 
stimulation by DNA polymerase a-pri- 
mase, 2767 
stimulation by p53, 2651 
SV40 
Drosophila factors, 5114 
effect of PP2A, 4616 
DNA strand breaks 
triggering of DNA damage response path- 
ways, 1815 
DNA structure 
D. melanogaster 
alteration by SUHW, 5645 
DNA synthesis 
DHFR locus 
effects of radiation, 1901 
insulin induced 
inhibition by PI 3-kinase 85-kDa sub- 
unit SH2 domain, 7466 
SV40 
initiation sites, 5043 
DNA synthesis enzymes 
trans activation by polyomavirus large T, 
1886 
DNA wrapping 
xUBF, 6476 
DNA-targeting drugs 
hypersensitivity of K. lactis sir2 mutants, 
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dopa decarboxylase gene 
D. melanogaster 
alternative splicing, 7385 
dorsal morphogen 
D. melanogaster 
repression of tolloid gene, 713 
dorsal protein 
D. melanogaster 
phosphorylation, 3559 
Double-replacement gene targeting 
mouse a-lactalbumin gene 
replacement with human counterpart, 
1009 
Double-strand breaks 
induction of illegitimate recombination, 
5794 
mouse 
chromosomal DNA, 8096 
repair 
involvement of DNA end-binding fac- 
tor, 4741 
S. cerevisiae 
induction of recombination, 4802, 8037 
repair by RAD52-independent recombi- 
nation, 1293 
repair during strain transformation, 
1278 
Double-strand gaps 
S. cerevisiae 
induction of recombination, 4802 
DPA gene-regulating factor 
human 
zine finger protein, 8438 
DRA promoter 
activation by Ets-1, 7314 
Drosophila ananassae 
tom retrotransposon 
envelope protein, 5392 
Drosophila hydei 
micropia retrotransposon 
testis-specific antisense RNA, 1764 
Drosophila melanogaster 
activin receptor complex 
two Ser/Thr kinases, 944 
BS2 protein, 5360 
essential for development, 7499 
Bicoid morphogen 
DNA site recognition, 3364 
brm protein 
homology to yeast SNF2/SWI2, 2225 
circadian oscillators, 7211 
Cu/Zn SOD-null mutant 
phenotypic rescue by bovine transgene, 
1302 
Delilah protein 
expression in muscle attachment cells, 
4145 
diazepam-binding inhibitor 
tissue-specific expression, 6983 
D-La protein 
homology to human La/SS-B, 5123 
DNA structure 
alteration by SUHW, 5645 
dopa decarboxylase gene 
alternative splicing, 7385 
dorsal morphogen 
repression of tolloid gene, 713 
dorsal protein 
phosphorylation, 3559 
E2F1 gene homolog, 1603 
EcR/USP nuclear receptor, 4465 
Fbp!1 gene 
ecdysone response enhancer, 4465 
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FTZ-Fla and FTZ-F1£ proteins 
competition for fiz binding site, 3166 
Grainyhead protein 
domains conserved in human CP2, 4020 
Hsp70 expression, 3646 
Hsp70 mRNA deadenylation, 3646 
initiation region of DNA replication, 7394 
ISWI protein 
homology to human hSNF2L, 2225 
Kriippel protein 
transcriptional repression domain, 4057 
1(2)35Ba/nocA gene 
zinc finger protein, 1487 
La protein, 5412 
oogenesis 
orb mRNA localization, 2235 
orb mRNA. 
localization during oogenesis, 2235 
P-element-induced gap repair 
copying of nonhomologous sequences, 
1613 
period mRNA cycling 
head and body tissues, 7211 
Polycomb group proteins 
transcriptional repression, 1721 
pre-mRNA splicing 
role of su(s) gene, 859 
RNA polymerase III gene expression 
induction by TPA, 339 
Ser/Thr kinases, transmembrane 
activin receptor complex, 944 
shavenbaby-ovo gene region 
multiple products, 6809 
small introns 
splicing, 3434 
suppressor of Hairy-wing protein 
DNA structure alteration, 5645 
suppressor of sable gene 
role in pre-mRNA splicing, 859 
Sxl protein 
RNA binding, 4975 
tolloid gene 
repression by dorsal morphogen, 713 
al-tubulin gene 
insulating DNA, 6398 
ubiquitous transcription, 6398 
Drosophila virilis 
KNI protein, 7899 


EIA 243-residue protein 
adenovirus 
modulation of PCNA expression, 543 
E2 promoter 
adenovirus 
transactivation by E4-6/7 protein, 1333 
E2A-hepatic leukemia factor fusion protein 
human 
DNA binding, 3403, 5986 
trans activation, 3403 
transcriptional regulation by, 5986 
E2a-Pbx1 protein 
human 
transformation, 8304 
E2F1 gene 
D. melanogaster homolog, 1603 
deregulated expression 
effect on S-phase entry and apoptosis, 
8166 
human 
transcription, 6607 
mouse 
cloning, mapping, and characterization, 
1861 


E2F-1 protein 
binding to cyclin A/CDK2, 8420 
mediation of autoregulation of RB gene 
expression, 299 
regulation of cell proliferation 
influence of HPV proteins, 8241 
E2F protein 
regulation of EBV BamHI-F promoter, 
7144 
X. laevis 
developmental regulation, 5000 
E6 gene 
HPV-16 
expression in mouse epidermis, 8250 
E7 gene 
HPV-16 
expression in mouse epidermis, 8250 
E4-6/7 protein 
adenovirus 
E2 promoter transactivation, 1333 
Early-response-gene mRNAs 
selective degradation, 8471 
EBNA-1 protein 
EBV 
regulation of BamHI-F promoter, 7144 
EcR/USP nuclear receptor 
D. melanogaster, 4465 
EFII enhancer 
Rous sarcoma virus 
C/EBP® binding, 4855 
Eg2 mRNA 
X. laevis embryos 
deadenylation, 1893 
Egr-1 gene 
mouse 
regulation of TK promoter, 5242 
egr-1 promoter 
human 
CREB-binding site, 5975 
elF-2B 
S. cerevisiae 
GCD7 subunit mutations, 3208 
Elastase I enhancer 
transgenic mice 
A element activity, 2048 
Elf-1 protein 
binding to second CD4 enhancer, 6452 
cooperative binding with AP-1 factors 
GM-CSF promoter activation, 1153 
Elk-1 protein 
interaction with SRF, 3283 
elm4-1 mutation 
S. cerevisiae 
effect on pseudohyphal differentiation, 
4671 


Embryonal carcinoma cells 
dominant negative RXRB 
inhibition of RA-responsive gene regu- 
lation, 360 
mouse 
gb110 expression, 5786 
HSF2 DNA-binding activity, 5309 
skeletal myogenesis 
MyoD directed, 8451 
Embryonic stem cells 
mouse 
targeting frequency for deletion vectors, 
2404 


Endocytosis 
c-Fms, 4843 
Endoplasmic reticulum 
rough 
localization of PKC 1 isoform, 3782 
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Endothelial cells 
human 
IL-1a activity, 1845 
Epidermal cells 
mouse 
alternatively spliced p53 RNA, 1698 
Epidermal growth factor 
activation of PI 3-kinase 
role of ErbB3, 3550 
induction of p21”* activation 
inhibition by calcium, 7078 
Epidermal growth factor receptor 
Grb2 and Shc binding sites, 5192 
human 
down-regulation by adenovirus E3, 3695 
kinase deficient 
activation of c-fos expression, 7527 
role of IGF-IR in activity, 4588 
Epidermal growth factor receptor/ret chi- 
mera 
generation of mitogenic and transforming 
signals, 663 
Epithelial cells 
TGF-B arrested 
novel Cyclin-Cdk inhibitor, 3683 
Epstein-Barr virus 
BamHI-F promoter 
regulation by EBNA-1 and E2F, 7144 
BZLF1 protein 
interaction with NF-«B p65, 1939 
interaction with p53, 1929 
EBNA-1 protein 
regulation of BamHI-F promoter, 7144 
latency 
implications of p53-BZLF1 interaction 
for, 1929 
Zta protein 
functional targets, 8365 
transactivation, 3041 
ErbB3 protein 
role in activation of PI 3-kinase by EGF, 
3550 
signaling pathways 
coupling with various proteins, 492 
c-erbB protein 
chicken 
effect of catalytic domain mutations, 
6868 
v-ErbB protein 
avian erythroblastosis virus 
role of Shc and Grb2 in signal trans- 
duction, 3253 
ERCC3 protein 
human 
domains essential for DNA repair, 4126 
ERK! protein 
D. discoideum, 6996 
Erk2 protein kinase 
mutant 
inhibition of c-fos expression, 4815 
ERP protein 
mouse 
ets family member, 3292 
Erythroid cells 
regulators of GATA-1, 3108 
Erythroleukemia cells 
mouse 
cdk4 suppression during differentiation, 
719 


Erythropoietin 
activation of DNA-binding proteins by 
tyrosine phosphorylation, 2113 
activation of JAK2, 6506 
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Erythropoietin receptor 
constitutively activated 
effects on nonerythroid and erythroid 
cells, 2266 
dimerization, 3535 
dominant negative 
inhibition of growth and transforma- 
tion, 2257 
mouse 
constitutive expression, 4834 
Estrogen receptor 
mediation of chicken apoll gene tran- 
scription 
repression, 1733 
mediation of gene activation, 7134 
Ets-1 protein 
activation of DRA promoter, 7314 
cooperative DNA binding with CBF, 840 
Ets domain proteins 
interactions with AP-1 
regulation of SR gene, 2129 
mouse T lymphocytes 
binding to Mo-MuLV enhancer, 7569 
Ets proteins 
role in rat TAT gene glucocorticoid re- 
sponse, 4116 
Eukaryotic initiation factor 2 « subunit 
phosphorylation 
regulation of eIF-2B activity, 4546 
S. cerevisiae 
phosphorylation, 5139 
Eukaryotic initiation factor 4B 
human 
RNA-binding region, 2307 
Euplotes crassus 
de novo telomere synthesis, 554 
EWS-FLI-1 protein 
human 
DNA binding, 3230 
transcriptional activation, 3230 
Exon size 
effect on splicing in vivo, 2140 
Expression libraries 
generation procedure 
cDNA cloning with retroviral vector, 
0 


Factor b 
S. cerevisiae 
binding to VP16 and p53, 7013 
Factor C* 
mouse 
inactivation, 5010 
fah locus 
vector targeting, 8385 
Farnesyltransferase 
inhibition 
cause of morphological reversion of 
ras-transformed cells, 4193 
Fbp!1 gene 
D. melanogaster 
ecdysone response enhancer, 4465 
Ferric reduction 
S. cerevisiae 
genes required for, 3065 
a-Fetoprotein gene 
binding to promoter-coupling factor, 6616 
human 
down-regulation by ATBF1, 1395 
mouse 
regulation, 6497 
fer locus 


vector targeting, 8385 


FHL1 gene 
S. cerevisiae 
suppression of RNA Pol III mutations, 
2905 


Fibroblast growth factor 
role in transcription activation at a CRE, 
7546 
transformation induction 
suppression by truncated FGFRs, 7660 
Fibroblast growth factor 4 enhancer 
mouse 
cell-type-restricted expression, 7758 
Fibroblast growth factor receptor 
X. laevis, 3006 
Fibroblast growth factor receptors 
different signaling and mitogenic poten- 
tials, 181 
truncated 
suppression of FGF-induced transfor- 
mation, 7660 
Fibroblasts 
heterokaryons with cardiac myocytes, 4269 
human 
gene expression during cell aging, 4991 
immortalization, 7182 
pigment-cell-specific genes 
transactivation, 1179 
Fibronectin 
mRNA levels 
regulation by Ha-ras, 3085 
Fibrosarcoma cells 
regulation of adhesion and growth, 5326 
Fibrosarcomas 
induced by overexpression of truncated 
Myb, 2278 
FK520 
resistance in S. cerevisiae 
conferred by P-glycoprotein expression, 
277 


Flp recombinase 
S. cerevisiae, 7492 
Fms protein 
signal transduction in myeloid cells, 5682 
c-Fms protein 
endocytosis, 4843 
c-fos gene 
absence in mice, effect of, 382 
AU-rich element 
mRNA-destabilizing function, 416 
cell transformation, 4295 
expression 
activation by kinase-deficient EGFR, 
7527 
inhibition by PI 3-kinase 85-kDa sub- 
unit SH2 domain, 7466 
IL-2-induced activation 
mediation by p56*, 5812 
induction in nucleus, 1066 
v-raf-dependent expression 
inhibition by Erk2, 4815 
serum response element, 5920 
c-fos MRNA 
control of induction by calcium, 4579 
c-fos promoter 
human 
signals involved in activation, 6219 
Fos protein 
heterodimerization with v-Maf, 700 
human 
role of NFAT, 6887 
transcription activation by NF-IL6, repres- 
sion of, 268 
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c-Fos protein 
interaction with TBP, 6021 
Fps/Fes protein 
role in angiogenesis, 6755 
Frameshifting 
translational, 8107 
FRE] and FRE2 genes 
S. cerevisiae 
ferric reduction, 3065 
FTZ-F1 
B. mori 
activation of fushi tarazu transcription, 
3013 
FTZ-Fla and FTZ-F1£ proteins 
D. melanogaster 
competition for ftz binding site, 3166 
Fumarase 
S. cerevisiae 
distribution, 4770 
mitochondrial processing, 4770 
Fungus fly 
origin of DNA amplification 
analysis by 3D gel method, 1510 


G,/S phase transition 
acceleration by cyclin D1 and E expres- 
sion, 1669 
G protein 
mediation of v-Src-induced PLD activity, 
3676 
S. cerevisiae 
subunit, 4571 
subunits, 3223 
gadd genes 
proteins that suppress cell growth, 2361 
similarity to MyD genes, 2361 
GALI gene 
S. cerevisiae 
glucose repression, 3834 
GAL4-AH protein 
nucleosome core binding 
histone amino termini, role of, 970 
GAL4-VP16 protein 
chromatin-mediated synergistic response, 
5175 
GAL11 protein 
S. cerevisiae 
regulation of telomere structure and 
position effect, 3791 
GAL80 gene 
S. cerevisiae 
transcription initiation, 6819 
Gamma interferon 
human 
regulation of keratin K17 gene, 4759 
signaling pathway 
convergence with IL-6 pathway, 1657 
Gamma interferon activation site 
differentiation-induced factor, binding to, 
1364 
Gap1™ gene 
Tat 
encoding of a Ras GAP, 6879 
homology to Drosophila Gap1, 6879 
Gap repair, P element induced 
D. melanogaster 
copying of nonhomologous sequences, 
1613 
GapA gene 
A. thaliana 
light regulation, 2525 
GATA-1 protein 
regulation in erythroid cells, 3108 
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GATA-3 protein 
human 
DNA binding, 2201 
nuclear localization, 2201 
trans activation, 2201 
GATA-4 protein 
activation of cTnC transcription, 7517 
rat 
regulation of a-MHC gene expression, 
4947 
GATA elements 
role in TCRB enhancer activity and tissue 
specificity, 4286 
GATA-binding proteins 
human 
gene regulation, 5592 
gb110 gene 
mouse 
expression in EC cells, 5786 
GBP-i protein 
human 
cytokine inducibility, 7770 
GCN2 protein 
S. cerevisiae 
suppression of mutations in, 7920 
GCN4 gene 
S. cerevisiae 
translational control, 606, 7920 
GCN4 mRNA 
S. cerevisiae 
reinitiation in translational control, 
2616 
GDI-2 protein 
mouse 
new skeletal muscle isoform, 3459 
Gene amplification 
generation of inverted repeats, 7782 
multidrug-resistant CHO cells, 5202 
Gene conversion 
S. cerevisiae 
DSB induced, 3863 
spontaneous, 3863 
Giantin 
human 
376-kDa Golgi complex membrane pro- 
tein, 2564 
Glc7 protein 
S. cerevisiae 
role in cell cycle progression, 3158 
role in glucose repression, 6789 
Glioma cell lines 
human 
breakpoint junctions of chromosome 9p 
deletions, 7604 
MGMT gene expression, 6515 
e-Globin gene 
human 
developmental regulatory motif, 3763 
y-Globin gene 
human 
developmental regulation, 6087 
expression in transgenic mice, 6087 
B-Globin genes 
mouse 
repeated targeting, 6936 
a-Globin mRNA 
human 
stability determinants, 8123 
6-Globin pre-mRNAs 
human 
splicing domains, 7445 


Glucagon gene 
rat 
regulation of expression by HNF-3B, 
3514 
Glucocorticoid receptor 
nuclear import 
role of hsp70, 5088 
Glucocorticoid-responsive unit 
composition, 8007 
Glucose 
uptake in 3T3-L1 adipocytes 
effect of Ras/MAP kinase signaling, 
2372 
Glucose repression 
S. cerevisiae 
modulation by MSN3, 1972 
role of GLC7, 6789 
Glutamic acid decarboxylase mRNAs 
mouse 
alternatively spliced bicistronic, 7535 
Glycosyl-phosphatidylinositol-anchored pro- 
teins 
targeting to glycolipid domains, 5384 
Glycosylphosphoinositol anchors 
mammalian proteins 
addition of lipid substituents, 21 
Golgi apparatus 
membrane proteins 
giantin, 2564 
S. cerevisiae 
Rab6 protein localization, 744 
Gonadotropin a-subunit gene 
human 
regulation, 5592 
gp130 
cytoplasmic domain 
cooperation with LIFR in signal trans- 
duction, 138 
Gpal protein 
S. pombe, 50 
GPD1 gene 
S. cerevisiae 
glycerol-3-phosphate dehydrogenase, 
4135 
Grainyhead protein 
D. melanogaster 
domains conserved in human CP2, 4020 
Granulocyte-macrophage colony-stimulating 
factor 
signal transduction, 5975 
Granulocyte-macrophage colony-stimulating 
factor gene 
human 
cell-type-restricted negative regulatory 
activity, 2213 
Granulocyte-macrophage colony-stimulating 
factor promoter 
human 
activation in T cells, 1153 
Granulocyte-macrophage colony-stimulating 
factor receptor 
interaction with JAK2, 4335 
Grb2 protein 
binding sites on EGFR, 5192 
binding to PDGF 8 receptor, 6715 
interaction with pp36-38, 4435 
GRB2-Sos complex 
linking to PDGF receptor, 509 
Growth hormone 
activation of DNA-binding proteins by 
tyrosine phosphorylation, 2113 
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grp78 gene 
human 
stress induction, 5533 
GSH1 gene 
S. cerevisiae 
regulation by yAP-1, 5832 
TP 


p190 RhoGAP binding, 7173 
GTS1 gene 
S. cerevisiae 
effect on budding and cell size, 5569 
Guanine nucleotide exchange factors 
interaction with H-Ras protein, 1104 
interaction with Ras(17N) protein, 1113 


HITF2A protein subunit 
involvement in histone H1 cell cycle regu- 
lation, 8322 
Hairpin structures 
primary amplification products, 7782 
Hamster 
APRT locus 
targeted recombination, 6663 
chromosomal replication origins 
densely methylated DNA islands, 5636 
peroxisome assembly factor 1, 5458 
RPB6 protein 
homologous to S. cerevisiae RPB6, 4155 
identical to human RPB6, 4155 
RPS14 locus 
origin of bidirectional DNA replication, 
5628 


Heat shock 
induction of alternative 5’ splice site se- 
lection, 567 
Heat shock factor 
interaction with hsp70 
effect on DNA-binding activity, 6552 
S. cerevisiae 
activation of CUP/, 8155 
interactions between DNA-bound tri- 
mers, 501 
transcription activation while bound to 
nucleosomal DNA, 189 
Heat shock genes 
mammals 
transcriptional control, 4929 
S. cerevisiae 
transcriptional control, 4929 
Heat shock response 
S. pombe 
role of Ptcl (PP2C), 3742 
HeLa cells 
IFN response defective 
tyrosine phosphorylation of ISGF-3a 
components, 2170 
translational control, 5898 
Hematopoiesis 
transcriptional regulation by MZF1, 1786 
Hematopoietic progenitors 
mouse 
constitutive EPO-R expression, 4834 
proliferation, 4834 
Heme-regulated eIF-2a kinase 
rabbit 
erythroid expression, 3906 
HEN|1 protein 
human 
E-box motif, binding to, 1245 
Hepatic leukemia factor 
human 
DNA binding, 5986 
transcriptional regulation by, 5986 
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Hepatitis B virus 
X protein 
c-Jun/c-Fos DNA-binding activity, in- 
duction of, 989 
Hepatocyte growth factor gene 
mouse, 7046 
Hepatocyte nuclear factor 3 
regulation of SPB promoter, 5671 
Hepatocyte nuclear factor 3B 
rat 
regulation of glucagon gene expression, 
3514 
Hepatocyte nuclear factor 3/forkhead do- 
main 
rat 
DNA-binding specificity, 2755 
Hepatocyte nuclear factor 4 
mouse 
regulation, 7276 
Hepatocytes 
rat 
cell-matrix interaction and gene expres- 
sion, 5858 
growth-differentiation switch, 5858 
Hepatoma cell variants 
transactivation in, 7086 
Herpes simplex virus 
IE3 promoter 
repression by Oct-2, 7633 
tk coding region 
methylation of single sites, 2004 
VP16 protein 
binding to TFITH, 7013 
Herpes simplex virus type 1 
oriS 
interactions with cellular proteins, 2545 
VP16 protein 
transcriptional activation, 3484 
Herpesvirus saimiri 
cyclin, 7235 
Heterogeneous nuclear ribonucleoprotein K 
SH3 domain binding, 4509 
Heterogeneous nuclear ribonucleoprotein 
particles 
role of C-protein tetramer in assembly, 
518 
Heterokaryons 
cardiac myocytes and fibroblasts, 4269 
High-affinity Fey receptor gene 
human 
myeloid cell-restricted expression, 5023 
High-mobility-group protein I(Y) 
role in E-selectin promoter expression, 
5701 
His-1 locus 
mouse 
effect of retroviral insertions, 1743 
novel gene, 1743 
Histone amino termini 
role in GAL4-AH binding to nucleosome 
cores, 970 
Histone genes 
S. cerevisiae 
transcription, 5223 
Histone H1 
S. cerevisiae 
expression, 2822 
Histone H3 
phosphorylation, 1066 
Histone mRNA 
mouse 
point mutations in 3’-end stem-loop, 
1709 


HLA class I heavy-chain gene 
promoter elements 
TNF-IFN synergy, mediation of, 1322 
HMG-1 protein 
effect on progesterone receptor binding to 
DNA, 3376 
HMGz7 protein 
repression of basal transcription, 4712 
HMG-like protein 
phosphorylation, 1066 
HMR locus 
S. cerevisiae 
repression by adjacent telomere, 446 
Homologous pairing 
RecA promoted 
activation by transcription, 1949 
role of RNA synthesis in, 6097 
Homophilic binding 
mediation by R-PTP-x, 1 
Hox proteins 
mouse 
DNA binding, 4532 
functional differences, 5066 
Hoxa-7 protein 
mouse 
functional analysis in S. cerevisiae, 238 
Hoxb-4 gene 
mouse 
regulatory elements, 8143 
HOXB genes 
human 
expression in T lymphocytes, 4872 
Hprt gene 
mouse 
methylation, 7975 
HRH1I protein 
human 
homology to S. cerevisiae Prp22, 7611 
putative RNA helicase, 7611 
HSFI1 and proteins 
human 
differential activation, 2087 
hsp70 transcription, 2087 
mouse 
DNA-binding sites, 7592 
HSF1 protein 
human 
DNA binding, 7557 
HSF2 protein 
mouse 
DNA-binding activity, 5309 
HSP47 gene 
mouse 
heat shock-induced alternative splicing, 
567 
hsp70 gene 
human 
induction of transcription, 2087 
Hsp70 mRNA 
D. melanogaster 
deadenylation, 3646 
hsp70 promoter 
human 
novel replication origin, 6386 
Hsp70 protein 
D. melanogaster, 3646 
interaction with HSF 
effect on DNA-binding activity, 6552 
roles in nuclear import of GR and SV40 
TAg, 5088 
HSP70.1 gene 
mouse, 4694 
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HSP90 protein 
mammals 
carboxy-terminal region, 1459 
dimerization, 1459 
release from bHLH dioxin receptor, 2438 
Human 
87U6 snRNA gene 
transcription, 5450 
A6 tyrosine kinase 
prokaryotic expression cloning, 982 
aldolase A gene 
fast-muscle-specific expression, 6797 
Alu RNA-binding protein 
modulation of Alu RNA metabolism, 
3949 
AMLI gene 
expression in skeletal muscle, 8051 
regulation by innervation, 8051 
anogenital epithelial cells 
telomere restoration, 961 
AP-1 transcription factor 
activation during hypoxia response, 


regulation of TSG-6, 6561 
apolipoprotein B gene 
transcription in transgenic mouse liver, 
2243 
ATBF1 protein 
down-regulation of a-fetoprotein gene 
elements, 1395 
BB1 RNA 
cell growth regulation, 2936 
Bcl-2 protein 
inhibition of p53-dependent apoptosis, 
2556 
BCL3 protein 
effect on p50 localization, 3915 
BDNF gene 
expression in neuroblastomas, 759 
82 integrin 
CD18 promoter, 2604 
breast cancer cells 
novel TGF-83 mRNA, 619 
CALC-I pre-mRNA 
splicing, 951 
cancer cell lines 
expression of TKO protein, 1477 
CD4 gene 
expression in mouse cells, 1084 
CD19 gene 
expression in transgenic mice, 3884 
CD28 molecule 
cytoplasmic domain function, 3392 
signal transduction, 7933 
cdk6 protein 
G, kinase activity, 2077 
cells 
autonomously replicating plasmids, 2516 
nonhomologous recombination, 156 
cellular senescence 
gene involved in control of, 2291 
chromatin structure 
effect on MGMT gene expression, 6515 
chromosome 1q 
gene involved in cell senescence con- 
trol, 2291 
chromosome 9p 
breakpoint junctions of deletions, 7604 
chromosome 17 
second tumor suppressor gene, 534 
colon cancer cells 
activation of AP-1 and Ref-1, 5997 
response to hypoxia, 5997 
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thymidylate synthase RNP complex, 207 
CSF-1 receptor promoter 
monocytic activity, 8085 
Cut protein 
repression of c-myc transcription, 4251 
cyclin D1 
repression by MYC, 4032 
DB1 protein 
IL-3 promoter binding, 5099 
DNA ligase I defect 
DNA repair and replication, aberrant, 
310 
DNA methylation 
effect on MGMT gene expression, 6515 
DPA gene-regulating factor 
zinc finger protein, 8438 
E2A-HLF fusion protein 
DNA binding, 3403, 5986 
trans activation, 3403 
transcriptional regulation by, 5986 
E2a-Pbx1 protein 
transformation, 8304 
E2F-1 gene 
transcription, 6607 
EGF receptor 
down-regulation by adenovirus E3, 3695 
egr-1 promoter 
CREB-binding site, 5975 
eIF-4B 
RNA-binding region, 2307 
endothelial cells 
IL-la activity, 1845 
ERCC3 protein 
domains essential for DNA repair, 4126 
EWS-FLI-1 protein 
DNA binding, 3230 
transcriptional activation, 3230 
a-fetoprotein gene 
down-regulation by ATBF1, 1395 
fibroblasts 
gene expression during cell aging, 4991 
immortalization, 7182 
c-fos promoter 
signals involved in activation, 6219 
Fos protein 
role in NFAT, 6887 
GATA-3 protein 
DNA binding, 2201 
nuclear localization, 2201 
trans activation, 2201 
GATA-binding proteins 
gene regulation, 5592 
GBP-i protein 
cytokine inducibility, 7770 
giantin 
376-kDa Golgi complex membrane pro- 
tein, 2564 
glioma cell lines 
breakpoint junctions of chromosome 9p 
deletions, 7604 
MGMT gene expression, 6515 
€-globin gene 
developmental regulatory motif, 3763 
y-globin gene expression 
developmental regulation, 6087 
a-globin mRNA 
stability determinants, 8123 
B-globin pre-mRNAs 
splicing domains, 7445 
GM-CSF gene 
cell-type-restricted negative regulatory 
activity, 2213 
GM-CSF promoter 


activation in T cells, 1153 
gonadotropin a-subunit gene 
regulation, 5592 
grp78 gene 
stress induction, 5533 
protein 
E-box motif, binding to, 1245 
hepatic leukemia factor 
DNA binding, 5986 
transcriptional regulation by, 5986 
high-affinity Fey receptor gene 
myeloid cell-restricted expression, 5023 
HOXB genes 
expression in T lymphocytes, 4872 
HPRT gene 
methylation analysis of 5’ region on X 
chromosomes, 1419 
HRH 1 protein 
homology to S. cerevisiae Prp22, 7611 
putative RNA helicase, 7611 
HSB2 T-cell leukemia 
Lek activation, 2429 
LCK translocation, 2429 
HSF1 and HSF2 proteins 
differential activation, 2087 
hsp70 transcription, 2087 
HSF1 protein 
DNA binding, 7557 
hsp70 gene 
induction of transcription, 2087 
hsp70 promoter 
novel replication origin, 6386 
IFN-B promoter 
similarity to E-selectin promoter, 6464 
IFN-y 
regulation of keratin K17 gene, 4759 
IL-3 promoter 
DB1 protein binding, 5099 
INSAF protein 
role in ICE-mediated expression, 6704 
IRF-1 gene 
structure and regulation, 1500 
IRF-2 gene 
structure and regulation, 1500 
c-jun gene 
expression during stress, 5032 
keratin K17 gene 
regulation by IFN-y, 4759 
LBP-1 protein family 
modulation of HIV-1 transcription, 
1776 
LCK gene 
translocation in T-cell leukemia, 2429 
Lck protein 
activation in T-cell leukemia, 2429 
LINE-1 elements 
integration, 6689 
LSF gene 
exon, 5076 
lymphoblastoid cell lines 
recombination, 5850 
MGMT gene 
expression, 6515 
MGSA/GRO gene 
transcription in normal RPE and mela- 
noma cells, 791 
microphthalmia-associated transcription 
factor 
regulation of tyrosinase gene transcrip- 
tion, 8058 
mitochondrial DNA 
complementation, 2699 
in organello footprint analysis, 7717 
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mitochondrial transcription factor A, 7717 
muscarinic receptors 
transforming activity, 7943 
c-myc gene 
repression of transcription by Cut, 4251 
MYC protein 
repression of cyclin D1, 4032 
c-Myc protein 
role in TNF-a cytotoxicity, 5661 
MZF1 protein 
DNA-binding domains, 1786 
transcriptional regulation of hematopoi- 
esis, 1786 
neu proto-oncogene 
activating mutations, 7068 
neuroblastomas 
TRK-B and BDNF expression, 759 
NFAT protein 
role of Fos, 6887 
NF-IL6 protein 
regulation of TSG-6, 6561 
novel RNA polymerase III promoter, 
5450 
nuclear MRNA 
effect of nonsense codons on half-life, 
8219 
Oct-6 protein 
regulation of keratinocyte gene expres- 
sion, 3263 
p21”* protein 
activation in keratinocytes, 7078 
p53 gene 
transactivation by c-Myc/Max, 7805 
p53 protein 
binding to TFITH, 7013 
residues affecting DNA and protein 
binding, 8315 
p70CORE protein 
binding to grp78, 5533 
protein 
homology to rat ERK-3, 8202 
Pbx1 protein 
fusion with E2A, 3938 
PC2 cofactor 
mediation of transcription activation, 
3927 
peripheral blood T cells 
effect of CD28 signaling on c-Rel, 7933 
placental lactogen genes 
tissue-specific enhancer downstream of, 
93 


I-plastin 
expression in intestine and kidney, 2457 
isoform of chicken fimbrin, 2457 
PML protein 
disruption in acute promyelocytic leuke- 
mia, 6858 
growth suppression, 6858 
pre-B-cell colony-enhancing factor 
cDNA, 1431 
pre-rRNA processing, 4044 
primary keratinocytes 
p21”™* activation, 7078 
primary mammary epithelial cells 
loss of p53 during radiation transforma- 
tion, 2468 
progesterone receptor 
A and B isoforms, 8356 
signaling pathways, 8356 
prointerleukin-18 gene 
mediation of expression, 7285 
rad2 homolog 
role in DNA repair and chromosome 
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segregation, 4878 
Ran/TC4 protein 
effect of mutations on cell cycle pro- 
gression, 4216 
H-Ras protein 
residues critical for GEF interaction, 
1104 
RBP-2N protein 
transcriptional repression, 3310 
Ref-1 protein 
activation during hypoxia response, 
5997 
c-Rel protein 
effect of CD28 signaling on, 7933 
c-Rel/p65 heterodimers 
binding to «B-like site, 3772 
replication factor C 
140-kDa subunit, 1626 
replication protein A 
ssDNA binding, 3993 
retinoblastoma binding protein 2 
protein binding, 7256 
retrotransposon L1 reverse transcriptase 
S. cerevisiae in vivo assay, 4485 
RFX protein 
complementation of MHC class II regu- 
latory mutants, 6839 
role in bare lymphocyte syndrome, 6839 
RFX proteins 
DNA binding, 1230 
ribosomal protein S4 genes, 2485 
RPB6 protein 
‘-homologous to S. cerevisiae RPB6, 4155 
identical to hamster RPB6, 4155 
E-selectin promoter 
NF-«B sites, 5820 
similarity to IFN-B promoter, 6464 
serum response factor 
hyperphosphorylation, 4991 
SRE-binding activity, 4991 
sex chromosomes 
ribosomal protein S4 genes, 2485 
SH-PTP2 protein 
role in insulin-stimulated Ras activity, 
6674 
single-stranded DNA 
RPA binding, 3993 
skeletal muscle 
AMLI expression, 8051 
STAT-91 protein 
nuclear translocation, 4759 
T lymphocytes 
HOXB genes, 4872 
inactivation of Cdk2 inhibitor, 4889 
t(1;19) translocation, 3938 
TALI proteins 
DNA recognition sequences, preferred, 
1256 
telomeres 
restoration in HPV-immortalized ano- 
genital cells, 961 
unusual chromatin, 5777 
TFUH 
binding to VP16 and p53, 7013 
TFIIC 
divergent DNA-binding subunit, 3053 
tissue factor gene 
LPS induction, 3772 
tissue transglutaminase 
effect on apoptosis, 6584 
TK6 lymphoblast clones 
microsatellite mutation frequency, 4373 
TKO protein 


IRF family regulation, 1477 
TNF-a 


cytotoxicity, 5661 
TPI gene 
nonsense codons, 8219 
triosephosphate isomerase MRNA 
nuclear abundance, 6317 
TRK-B gene 
expression in neuroblastomas, 759 
TSG-6 gene 
regulation, 6561 
type 1 collagenase gene, 7182 
tyrosinase gene 
melanocyte-specific transcription, 8058 
tyrosinase promoter 
melanocyte-specific expression, 7996 
U20 snoRNA 
encoded in nucleolin gene intron, 5766 
U1-70K protein 
transport, 4662 
ubiquitin cross-reactive protein conjugates 
cytoskeletal distribution, 8408 
WT1 protein 
DNA recognition by splicing variants, 
3800 
X chromosome 
methylation analysis of HPRT gene, 
1419 


Human immunodeficiency virus type 1 
first tat coding exon 
splicing regulatory element, 3960 
gene activation, 6570 
Rev protein 
nucleocytoplasmic shuttling, 7436 
transcription 
modulation by LBP-1 proteins, 1776 
Human papillomavirus 
oncoproteins 
influence on E2F-1 regulation of cell 
proliferation, 8241 
Human papillomavirus type 16 
3’ untranslated region 
inhibitory activity, 5278 
5’ splice site-like sequence, 5278 
E6 gene 
expression in mouse epidermis, 8250 
E7 gene 
expression in mouse epidermis, 8250 
Human T-cell lymphotropic virus type I 
LTR 
transcriptional suppression, 5371 
Tax protein 
activation of NF-«B/Rel, 7377 
highly responsive DNA elements, 456 
interaction with ATF3, 4958 
mediation of NF-«B activation, 6443 
p100 protein, association with, 1374 
Hyphal tip 
A. nidulans 
extension, 6030 
Hypoxanthine phosphoribosyltransferase 
gene 
human 
methylation analysis of 5’ region on X 
chromosomes, 1419 
Hypoxia 
G, arrest by, 6264 
induction of p53 accumulation, 6264 
response of colon cancer cells to, 5997 


iap gene 
AcMNPV 
control of apoptosis, 5212 
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ICL1 gene 
S. cerevisiae, 3613 
IE3 promoter 
HSV 
repression by Oct-2, 7633 
IE 62 protein 
varicella-zoster virus 
promoter activation in cooperation with 
USF, 6896 
Iga and IgB proteins 
TCR signaling proteins, functional homol- 
ogy to, 1095 
IxBa protein 
degradation in mature B cells, 3276 
Ikaros gene 
mouse, 8292 
IME1 protein 
S. cerevisiae 
phosphorylation by RIM11, 7909 
Immunoglobulin heavy-chain enhancer 
B-cell specificity, 6153 
Immunoglobulin » gene 
competition between splicing and cleav- 
age-polyadenylation 
effect of exon size, 77 
mouse 
splicing enhancer, 1347 
Immunoglobulin RNA 
processing, 7891 
Immunoglobulin switch region sequences 
extrachromosomal substrates 
recombination, 1450 
Immunoprecipitation 
TR-DNA complexes, 7621 
Initiation zones 
DNA replication from, 6489 
INSAF protein 
human 
role in ICE-mediated expression, 6704 
Insulin 
action 
role of PI 3-kinase, 4902 
signaling 
effect of IRS-1, 4427 
role of IRS-1-GRB-2 complexes, 3577 
Insulin I gene 
rat 
glucose response elements, 4067 
Insulin II gene 
rat 
glucose-induced transcription, 871 
Insulin control element 
transcriptional activation 
inhibition by c-Jun, 655 
Insulin receptor 
interaction with IRS-1, 6433 
Insulin receptor substrate 1 
effect on insulin signaling, 4427 
interaction with insulin receptor, 6433 
Insulin-like growth factor I receptor 
role in EGFR activity, 4588 
Insulin-like growth factor receptor gene 
null mutation 
effect on cell growth and transforma- 
tion, 3604 
Interferon regulatory factor 1 gene 
human 
structure and regulation, 1500 
Interferon regulatory factor 2 gene 
human 
structure and regulation, 1500 
Interferon regulatory factor family 
TKO transcriptional regulator, 1477 
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Interferon response 
defective HeLa cells 
tyrosine phosphorylation of ISGF-3a 
components, 2170 
Interferons 
blockage of mitogenic signaling, 8018 
inhibition of IL-8 gene transcription, 5300 
synergy with tumor necrosis factor 
mediation, 1322 
Interferon-stimulated gene factor 3a 
tyrosine phosphorylation in mutant HeLa 
cells, 2170 
Interleukin-la 
activity in human endothelial cells 
requirement for transport into nucleus, 
1845 
Interleukin-2 
activation of JAK1, 6506 
production 
PLCy1 activation, enhancement by, 
1213 
transcription regulation in vivo, 2159 
Interleukin-2 receptor y chain 
cytoplasmic region 
role in interleukin signaling, 5433 
Interleukin-3 
signal transduction, 5975 
Interleukin-3 promoter 
human 
DB1 protein binding, 5099 
Interleukin-5 receptor a chain 
mouse 
cytoplasmic domain, 7404 
Interleukin-6 
signaling pathway 
convergence with IFN-y pathway, 1657 
Interleukin-6 gene 
multiple regulatory elements, 4443 
Interleukin-8 gene 
transcription inhibition by IFN, 5300 
Introns 
cis effectors of nonsense codons, 6317 
D. melanogaster 
splicing, 3434 
protein kinase 
S. cerevisiae 
role in chromosome segregation, 4731 
IRS-1-GRB-2 complexes 
role in insulin signaling, 3577 
Isoproterenol 
regulation of transcription, 8272 
I-STR molecule 
inhibition of STR binding to DNA, 6004 
ISWI protein 
D. melanogaster 
homology to human hSNF2L, 2225 
IVa, initiator 
adenovirus 
control of transcription from, 676 


JAK1 protein kinase 
activation by IL-2, 6506 
JAK2 protein kinase 
activation by EPO, 6506 
interaction with GM-CSF receptor, 4335 
JNK protein kinases 
activation 
role of c-Jun phosphorylation, 6683 
mediation of TNF signal transduction, 
8376 
c-jun gene 
human 
expression during stress, 5032 


induction in nucleus, 1066 
Jun protein 
heterodimerization with v-Maf, 700 
transcription activation by NF-IL6, repres- 
sion of, 268 
c-Jun protein 
N-terminal phosphorylation 
role in activation of JNKs, 6683 
transcriptional activation by insulin en- 
hancer, inhibition of, 655 
c-Jun/c-Fos heterodimers 
DNA-binding activity, induction of, 989 
JunD protein 
involvement in nur77 transcriptional acti- 
vation, 7731 


Keratin 18 gene 
induction in embryonic cells 
retinoic acid dependent, 7744 
Keratin K17 
human 
synthesis in allergic reactions, 4759 
Keratin K17 gene 
human 
regulation by IFN-y, 4759 
Kinetoplast DNA 
T. equiperdum 
maxicircles, 5891 
Kinetoplast organization 
L. mexicana, 587 
c-kit protein 
association with Tec kinase, 8432 
Kluyveromyces lactis 
sir2 mutants 
drug hypersensitivity, 4501 
toxin 
S. cerevisiae sensitivity to, 6306 
KNI protein 
D. virilis, 7899 
KNR4 gene 
S. cerevisiae 
(1,3)-B-glucan synthesis, 1017 
Kriippel protein 
D. melanogaster 
transcriptional repression domain, 4057 
KTI12 gene 
S. cerevisiae 
role in sensitivity to K. lactis toxin, 6306 


L1 and L3 polyadenylation sites 
adenovirus 
substrate strength, 4682 
L1 ribosomal protein gene 
X. laevis 
regulatory intron, 6975 
LS ribosomal protein 
association with mdm2 and mdm2-p53, 
7414 
1(2)35Ba/nocA gene 
D. melanogaster 
zinc finger protein, 1487 
L-A double-stranded RNA virus 
S. cerevisiae 
Gag protein linkage to mRNA cap 
structure, 2664 
La protein 
D. melanogaster homolog, 5412 
mediation of transcript release, 2147 
S. cerevisiae homolog, 5412 
stimulation of Pol III transcription reini- 
tiation, 2147 
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a-Lactalbumin gene 
mouse 
double-replacement gene targeting, 
1009 
Lamin polymers 
rat 
binding to matrix attachment regions, 


LBP-1 protein family 
human 
modulation of HIV-1 transcription, 
1776 
LCK gene 
human 
translocation in T-cell leukemia, 2429 
Lck protein 
human 
activation in T-cell leukemia, 2429 
Leishmania donovani 
A2 gene 
amastigote stage specificity, 2975 
Leishmania mexicana 
arsenite resistance selection, 587 
kinetoplast organization, 587 
minicircle composition, 587 
Leishmania pifanoi 
upstream tRNA genes 
role in small RNA gene expression, 
6736 
Leptomonas seymouri 
U6 RNA, 4565 
Leu3-DNA complex 
S. cerevisiae 
molecular architecture, 5547 
Leukemia inhibitory factor receptor 
cytoplasmic domain 
cooperation with gp130 in signal trans- 
duction, 138 
LH-2 protein 
mouse 
activation of glycoprotein hormone 
a-subunit promoter, 2985 
Lhp1 protein 
S. cerevisiae 
homology to La, 5412 
LINE-1 DNA 
expression in mouse testes, 2584 
LINE-1 elements 
human 
integration, 6689 
Linker proteins 
T. thermophila 
mitotically dividing nucleus, 10 
Lipopolysaccharide-responsive element 
MuRantes and crg-2 genes, 2914 
Liver cells 
rat 
nascent pre-mRNA chains, 7219 
Long inverted repeats 
T. thermophila, 5939 
Long terminal repeat 
HTLV-I 
transcriptional suppression, 5371 
MMTV 
basal promoter activity, 1191 
disruption of transcription complexes, 
32 


stably integrated DNA, 1191 
Rous sarcoma virus 
EFII enhancer-C/EBP binding, 4855 
gene 
S. cerevisiae 
activation and repression sites, 214 
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LSF gene 
human 
exon, 5076 
LyF-1 protein 
mouse, 7111 
Lymphoblastoid cell lines 
human 
recombination, 5850 
Lymphoid cells 
avian 
C/EBP-Rel complex, 6635 
Lysine biosynthesis genes 
S. cerevisiae 
repression, 6411 


M, satellite virus 
S. cerevisiae 
expression, 2664 
Macronuclear mutations 
P. tetraurelia 
non-Mendelian inheritance, 2479 
Macrophage colony-stimulating factor recep- 
tor 
tissue-specific expression 
effect of PU.1, 373 
Macrophage scavenger receptor gene 
cell-specific expression, 4408 
developmental regulation 
AP-1-Ets domain protein interaction, 
2129 
Macrophages 
130- and 75-kDa substrates of NCP92, 
4606 
transgenic mice 
human CD4 gene, expression of, 1084 
v-Maf protein 
heterodimerization with Fos and Jun, 700 
recognition of AP-1-related sites, 700 
MafB protein 
chicken, 7581 
Maize 
27-kDa zein 
promoter, 4350 
27-kDa zein MRNA 
3'-end processing, 6829 
snRNA genes, 5910 
Major histocompatibility complex 
class II invariant chain promoter 
NF-«B/Rel binding site function, 2926 
Major urinary protein gene 
mouse 
nuclear abundance, 6326 
Major urinary protein mRNA 
mouse 
exon skipping, 6326 
nuclear abundance, 6326 
Mammalian cells 
D-type cyclin-dependent kinase activity, 
2066 
extrachromosomal recombination 
heteroduplex DNA mismatch repair, 
400 


nuclear extract 
DNA end joining, 170 
transcriptional initiator activity 
DNA sequence requirements, 116 
UV-induced intrachromosomal recombi- 
nation, 391 
Mammalian proteins 
glycosylphosphoinositol anchors 
addition of lipid substituents, 21 


Mammals 
HSP90 protein 
carboxy-terminal region, 1459 
dimerization, 1459 
Polycomb group proteins 
transcriptional repression, 1721 
Ras pathway 
control of heat shock gene transcrip- 
tion, 4929 
Mammary epithelial cells 
B-casein promoter regulation, 6004 
transformation by Wnt genes, 6278 
Mammary epithelial cells, primary 
human 
loss of p53 during radiation transforma- 
tion, 2468 
Mammary gland factor 
YY1-B-casein promoter binding, suppres- 
sion of, 128 
Mammary tumors 
neu expressing 
elevated c-Src activity, 735 
manA gene 
A. nidulans, 6030 
Mating-type switching 
S. cerevisiae 
mutations causing delays in, 3414 
S. pombe 
activation by Sap1, 2058 
Matrix attachment regions 
rat 
binding to lamin polymers, 6297 
Maturation-promoting factor 
X. laevis 
role in SS RNA gene expression, 4704 
Mauriceville plasmid 
Neurospora spp. 
reverse transcription, 3094 
Max protein 
nucleosomal DNA binding, 4097 
MB67 protein 
nuclear hormone receptor superfamily, 
member of, 1544 
M-CAT binding factor 
rat, 5056 
MCM1 binding sites 
S. cerevisiae 
library, 348 
MCM1 protein 
S. cerevisiae 
interaction with a1, 2534 
mdm2 protein 
association with ribosomal LS protein, 
7414 
interaction with p53, 1171 
MDS1 gene 
S. cerevisiae 
encoding of putative GSK-3 homolog, 
831 
Medium-chain acyl coenzyme A dehydroge- 
nase gene promoter 
pleiotropic element 
role in transcription regulation, 4360 
Mef2 gene 
generation of muscle-specific isoform 
alternative mRNA splicing, 1647 
MEF? protein 
X. laevis 
role in MyoDa transcription, 686 
Meiosis 
S. cerevisiae 
DNA replication origins, 3524 
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Meiotic mRNA stability 
S. cerevisiae 
regulation by UMES, 3446 
protein 
association with -GMPPNP 
dependence on B-Raf, 7153 
complex with RAS and RAF-1, 8212 
MEK-1/mitogen-activated protein kinase 
pathway 
regulation by B-Raf, 6522 
Melanoma cells 
fibroblast pigment-cell-specific genes 
transactivation, 1179 
MGSA/GRO transcription, 791 
Membrane ruffling 
KB cells 
involvement of rac p21 and rho p21, 
447 


Mesoderm induction 
X. laevis, 3006 
O-6-Methylguanine DNA methyltransferase 
gene 
human 
expression, 6515 
mfm3 gene 
S. pombe, 3895 
MGE protein 
N. crassa and S. cerevisiae 
complex with hsp70 and preproteins, 
6627 
mitochondrial homolog of E. coli GrpE, 
6627 
role in membrane translocation, 6627 
MGSA/GRO gene 
human 
transcription in normal RPE and mela- 
noma cells, 791 
Microphthalmia-associated transcription fac- 
tor 
human 
regulation of tyrosinase gene transcrip- 
tion, 8058 
micropia retrotransposon 
D. hydei 
testis-specific antisense RNA, 1764 
MIDI gene 
S. cerevisiae 
role in Ca?* influx and mating, 8259 
migl gene 
mouse 
IFN-y induction, 914 
palindromic element, 914 
protein 
S. cerevisiae 
target site recognition, 1979 
Minicircle composition 
L. mexicana, 587 
Minicircle segregation 
T. equiperdum 
role of mitochondrial topoisomerase II, 


gene 
S. cerevisiae 
homology to rat MIP gene, 5603 
role in oxidative metabolism, 5603 
Mitochondria 
S. cerevisiae 
COXII expression, 4643 
T. borreli 
genomic organization, 8174 
Mitochondrial DNA 
human 
complementation, 2699 
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in organello footprint analysis, 7717 
Neurospora spp. 
integration of retroplasmids, 6419 
Mitochondrial retroplasmids 
Neurospora spp. 
integration into mtDNA, 6419 
Mitochondrial ribonucleoprotein complexes 
T. brucei 
guide RNA specific, 2629 
Mitochondrial transcription 
S. cerevisiae 
glucose repression, 1160 
Mitochondrial transcription factor A 
human, 7717 
Mitochondrial uncoupling protein gene 
brown-fat-specific expression 
regulation by upstream enhancer, 59 
Mitogen-activated protein kinase 
activation 
blockage by IFNs, 8018 
Mitogen-activated protein kinase cascade 
activation by B-Raf, 6944 
Mitogen-activated protein kinases 
2 


role in platelet aggregation, 463 
Mitogenesis 
PDGF and EGF mediated 
inhibition, 7855 
Mitogenic signaling 
growth factors 
blockage by IFNs, 8018 
Mitosis 
S. cerevisiae 
DNA replication origins, 3524 
MKK1 protein 
negative regulation y threonine phos- 
phorylation, 1594 
MLH1I gene 
S. cerevisiae 
homology to E. coli mutL, 407 
MO15-associated kinase 
mouse 
activation of cdk4, 7265 
MODS proteins 
S. cerevisiae 
subcellular locations, 2298 
Moloney murine leukemia virus 
enhancer 
binding to ETS domain proteins, 7569 
Monkey 
a-satellite repeats 
homologous recombination, 4173 
MOT?2 gene 
S. cerevisiae 
negative regulator, 3139, 3150 
Mouse 
adenosine deaminase gene 
transcription arrest, 6198 
adrenal glands 
orphan nuclear receptor regulation, 
3 


a1(I) collagen promoter 
repression by DNA methylation, 5950 
ARNT protein 
functional domains, 6075 
Bruton tyrosine kinase 
FceRI cross-linking, 5108 
a-cardiac actin gene 
muscle-specific enhancer sequences up- 
stream of, 3504 
cdk4 protein 
activation by MO15-associated kinase, 
7265 


Cdx-2 protein 
regulation of intestine-specific transcrip- 
tion, 7340 
chromosomal DNA 
double-strand breaks, 8096 
crg-2 gene 
LPS-responsive element, 2914 
development 
effects of scaffold attachment regions, 
4694 
DNA methylation patterns 
comparison by restriction landmark 
genomic scanning, 7421 
DNA polymerase a-primase subpopula- 
tion 
interaction with Py T antigen, 2767 
stimulation of Py DNA replication, 
2767 
double-strand breaks 
chromosomal DNA, 8096 
E2F1 gene 
cloning, mapping, and characterization, 
1861 
Egr-1 gene 
regulation of TK promoter, 5242 
embryonal carcinoma cells 
gb110 expression, 5786 
HSF2 DNA-binding activity, 5309 
embryonic stem cells 
targeting frequency for deletion vectors, 
2404 


embryos 
Ras/Raf pathway and two-cell stage, 
6655 


epidermal cells ss 
alternatively spliced p53 RNA, 1698 
EP 


constitutive expression, 4834 
ERP protein 
ets family member, 3292 
erythroleukemia cells 
cdk4 suppression during differentiation, 
7195 
ETS domain proteins 
binding to Mo-MuLV enhancer, 7569 
factor C* 
inactivation, 5010 
a-fetoprotein gene 
regulation, 6497 
FGF-4 enhancer 
cell-type-restricted expression, 7758 
c-Fos deficient 
normal peripheral T-cell function, 1566 
y6 T-cell receptor 
Vy3 promoter, 803 
gb110 gene 
expression in EC cells, 5786 
GDI-2 protein 
new skeletal muscle isoform, 3459 
B-globin genes 
repeated targeting, 6936 
glutamic acid decarboxylase mRNAs 
alternatively spliced bicistronic, 7535 
hematopoietic progenitors 
constitutive EPO-R expression, 4834 
proliferation, 4834 
hepatocyte growth factor gene, 7046 
His-1 locus 
effect of retroviral insertions, 1743 
novel gene, 1743 
histone mRNA 
point mutations in 3’-end stem-loop, 
1709 
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HNF-4 protein 
regulation, 7276 
Hox proteins 
DMA binding, 4532 
functional differences, 5066 
Hoxa-7 protein 
functional analysis in S. cerevisiae, 238 
Hoxb-4 gene 
regulatory elements, 8143 
Hprt gene 
methylation, 7975 
HSF1 and HSF2 proteins 
DNA-binding sites, 7592 
protein 
DNA-binding activity, 5309 
HSP47 gene 
heat shock-induced alternative splicing, 


HSP70.1 gene, 4694 
Ikaros gene, 8292 
IL-5 receptor a chain 

cytoplasmic domain, 7404 
immunoglobulin p gene 

splicing enhancer, 1347 
lacking c-fos 

B-cell differentiation, 382 

hematopoietic stem cells, 382 
a-lactalbumin gene 

double-replacement gene targeting, 

1009 

LH-2 protein 

activation of glycoprotein hormone 

a-subunit promoter, 2985 

LyF-1 protein, 7111 
major urinary protein gene 

effects of mutations, 6326 
major urinary protein mRNA 

exon skipping, 6326 

nuclear abundance, 6326 
mature B cells 

IxBa degradation, 3276 

NF-«B activity, 3276 
migl gene 

IFN-y induction, 914 

palindromic element, 914 
MO15-associated kinase 

activation of cdk4, 7265 
MPTP protein 

cell cycle regulation, 3030 

nuclear localization, 3030 
MuRantes gene 

LPS-responsive element, 2914 
c-Myc protein 

induction of apoptosis, 5741 

intracellular association with TBP, 1147 
MyD118 gene 

role in TGFB1-induced apoptosis, 2352 
myeloid cells 

gene regulation, 5558 
myeloperoxidase gene, 5558 
N51 cytokine 

biological activity, 2849 
neutrophil elastase gene, 5558 
nfkb1 gene 

alternative splicing, 8460 
nucleolin 

transcription repression, 6068 
Nur77 protein 

regulation in adrenal glands, 3469 
Nurr-1 protein 

regulation in adrenal glands, 3469 
Oct4 promoter 
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negative retinoic acid response element, 


ornithine decarboxylase 

mediation of c-Myc-induced apoptosis, 

5741 

p53 protein 

effect on rat creatine kinase genes, 8483 
PEBP2caB protein 

multiple isoforms, 3242 
PEBP2/CBF protein 

regulation of myeloid genes, 5558 
PI 3-kinase 

subunit interaction domains, 2675 
pre-rRNA processing, 4044 
proerythroblasts 

apoptosis, 4183 
proliferin gene promoter 

delayed early serum response region, 

6013 

promoter stimulation 

TATA dependent, 4258 
raf locus 

regulation of a-fetoprotein, 6497 
replication factor C 

140-kDa subunit, 1626 
RFX proteins 

DNA binding, 1230 
ribosomal protein S4 gene, 2485 
Rif locus 

regulation of a-fetoprotein, 6497 
protein 

novel DNA-binding motif, 1852 
serum amyloid A3 gene, 4475 
sex chromosomes 

ribosomal protein $4 genes, 2485 
SH-PTP1 protein 


Lck-dependent tyrosyl phosphorylation, 
1824 


signaling pathways 
Ras/Raf, 6655 
skeletal muscle 
new GDI isoform, 3459 
Srm protein 
nonreceptor tyrosine kinase, 6915 
T cells 
SH-PTP1 phosphorylation, 1824 
T lymphocytes 
ETS domain proteins, 7569 
TCR 8 locus 
thymocytes, 4455 
Tec protein kinase 
association with c-kit, 8432 
testes 
LINE-1 expression, 2584 
thymidine kinase promoter 
regulation by Egr-1, 5242 
thymocytes 
TCR 8 locus, 4455 
TIS10/PGS2 gene 
v-src induction, 6531 
Mouse embryo fibroblasts 
growth and transformation 
effect of IGF receptor mutation, 3604 
Mouse mammary tumor virus 
LTR 
disruption of transcription complexes, 
32 
stably integrated DNA, 1191 
MPTP protein 
mouse 
cell cycle regulation, 3030 
nuclear localization, 3030 


mRNA 
alternatively spliced 
effects of Ad proteins on accumulation, 
437 
degradation 
functional sequence in AU-rich ele- 
ments, 7984 
early-response gene 
selective degradation, 8471 
c-myc 
half-life, 2119 
nuclear 
effect of nonsense codons on half-life, 
8219 
mRNA processing 
C. reinhardtii 
petD, 6180 
mRNA splicing 
alternative 
Mef2 gene, 1647 
mRNA stability 
human a-globin, 8123 
MSF protein 
melanocyte specificity, 3494 
MSN3 protein 
S. cerevisiae 
modulation of glucose repression, 1972 
Multiubiquitin chains 
S. cerevisiae, 5501 
assembly, 7876 
MuRantes gene 
mouse 
LPS-responsive element, 2914 
Muscarinic receptors 
human 
transforming activity, 7943 
Muscle creatine kinase gene 
rat 
activation by p53, 8483 
myb gene 
role in TGF£1-induced apoptosis, 2352 
Myb protein 
overexpression 
fibrosarcoma induction, 2278 
c-Myb protein 
cooperation with core-binding factors in 
TCR 8 regulation, 473 
c-myc allele 
Burkitt’s lymphoma 
regulation by NF-«B sites, 7967 
myc gene 
role in TGFB1-induced apoptosis, 2352 
c-myc gene 
expression 
effects on cell cycle, 5748 
human 
repression of transcription by Cut, 4251 
c-myc mRNA 
half-life, 2119 
c-myc promoter 
NF-«B/Rel family, regulation by, 1039 
MYC protein 
human 
repression of cyclin D1, 4032 
c-Myc protein 
human 
role in TNF-a cytotoxicity, 5661 
mouse 
induction of apoptosis, 5741 
intracellular association with TBP, 1147 
nucleosomal DNA binding, 4097 
phosphorylation, 5510 
role in cde2 promoter activation, 5710 


SUBJECT INDEX  xwii 


c-Myc/Max heterodimers 
p53 gene transactivation, 7805 
MyD118 gene 
mouse 
role in TGFB1-induced apoptosis, 2352 
MyD genes 
proteins that suppress cell growth, 2361 
similarity to gadd genes, 2361 
Myeloid cells 
mouse 
gene regulation, 5558 
Myeloid leukemia cells 
1-induced apoptosis, 2352 
Myeloperoxidase gene 
mouse, 5558 
Myocyte enhancer factor 2 proteins 
chicken 
developmental expression, 5130 
Myocyte nuclear factor 
winged-helix transcription factor, 4596 
myoD gene 
CpG island 
heterochromatinization during transfor- 
mation, 6143 
methylation status during transforma- 
tion, 6143 
MyoD protein 
role in skeletal myogenesis, 8451 
MyoDa promoter 
X. laevis 
transcription activation, 686 
Myogenesis 
skeletal 
MyoD directed, 8451 
Myogenic differentiation 
role of antisense aFGF RNA, 4244 
Myogenin 
transcription activation domains 
phosphorylation, 6232 
a-Myosin heavy-chain gene 
rat 
cardiac muscle-specific expression, 4947 
Myosin light-chain 2-luciferase fusion genes 
transgenic mice 
ventricular muscle-specific expression, 
1220 
protein 
human 
DNA-binding domains, 1786 
transcriptional regulation of hematopoi- 
esis, 1786 


N51 cytokine 
mouse 
biological activity, 2849 
NCP92 kinase 
130- and 75-kDa substrates in macro- 
phages, 4606 
Nerve growth factor 
stimulation of B-Raf 
effect on MAP kinase cascade, 6944 
Neu differentiation factors 
multiple isoforms, 1909 
neu gene 
expressed in mammary tumors 
elevated c-Src activity, 735 
neu proto-oncogene 
human 
activating mutations, 7068 
Neuroblastoma 
human 
TRK-B and BDNF expression, 759 
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Neurofibromin 
inhibition of Ras-dependent growth, 641 
lysine 1423 
functional significance, 815 
rescue of mutations, 815 
Neurons 
constitutive NF-«B activity, 3981 
Neurospora crassa 
centromeric DNA 
cloning and characterization, 1510 
de novo methylation, 7059 
MGE protein 
complex with hsp70 and preproteins, 
6627 


mitochondrial homolog of E. coli GrpE, 
6627 
role in membrane translocation, 6627 
NUC-1 protein 
dimerization, 7816 
DNA binding, 7816 
Neurospora spp. 
Mauriceville plasmid 
reverse transcription, 3094 
mitochondrial retroplasmid 
integration into mtDNA, 6419 
Neutrophil elastase gene 
mouse, 5558 
NFAT protein 
human 
role of Fos, 6887 
NF-IL6 protein 
mediation of proIL-18 gene expression, 
7285 
regulation of TSG-6, 6561 
transcription activation 
repression by Fos and Jun, 268 
NF-«B2 protein 
transcriptional regulation, 7695 
NF-«B protein 
activity in mature B cells, 3276 
constitutive activity in neurons, 3981 
HTLV-I Tax-mediated activation, 6443 
inhibition by YY1, 6253 
NF-«B RelA protein 
regulation of fibrosarcoma cell adhesion 
and growth, 5326 
NF-«B/Rel family proteins 
activation by HTLV-I Tax, 7377 
function of binding sites in MHC class II 
invariant chain promoter, 2926 
induction during cell differentiation, 5349 
c-myc promoter, regulation of, 1039 
nfkb1 gene 
mouse 
alternative splicing, 8460 
NHP6A and NHP6B genes 
S. cerevisiae 
components of SLT2 MAP kinase path- 
way, 2391 
Nickel-transformed cells 
loss of thrombospondin transcriptional 
activity, 851 
NIH 3T3 cells 
MAP kinase activation, 8018 
mitogenesis, 8018 
Raf-1 activation, 8018 
receptor for BMP-2 and BMP-4, 5961 
transfected with B. cereus plc gene 
transformation, 646 
transformation, 7943 
Noncoding RNA 
synapse associated, 7095 


Nonimmunoglobulin RNA 
processing, 7891 
Nonsense codons 
effect on nuclear mRNA half-life, 8219 
NPKS protein kinase 
tobacco 
homology to S. cerevisiae SNF1, 2958 
Npi3 protein 
S. cerevisiae 
nucleus-cytoplasm shuttling, 8399 
RNA binding, 8399 
NUC-1 protein 
N. crassa 
dimerization, 7816 
DNA binding, 7816 
Nuclear differentiation 
T. thermophila 
TBP, 723 
Nuclear hormone receptor superfamily 
new orphan member MB67 
RARE interactions, 1544 
Nucleolin 
mouse 
transcription repression, 6068 
Nucleosomal DNA 
binding to c-Myc and Max, 4097 
homologous pairing, RecA promoted 
activation by transcription, 1949 
S. cerevisiae 
binding to heat shock factor, 189 
Nucleosome cores 
GAL4-AH binding 
histone amino termini, role of, 970 
Nucleosomes 
mediation of transcription complex dis- 
ruption 
MMTV LTR, 32 
nur77 gene 
transcriptional activation by NGF 
involvement of JunD, 7731 
Nur77 protein 
mouse 
regulation in adrenal glands, 3469 
Nurr-1 protein 
mouse 
regulation in adrenal glands, 3469 


Oct-2 protein 
glutamine-rich activation domain 
reiteration of short peptides, 6046 
glutamine-rich and proline-rich activation 
domains 
transcription activation, 6046 
repression of HSV IE3 promoter, 7633 
Oct4 promoter 
mouse 
negative retinoic acid response element, 
1122 
Oct-6 protein 
human 
regulation of keratinocyte gene expres- 
sion, 3263 
Oct-3/4 gene 
expression 
retinoic acid, repression by, 1026 
Oocytes 
X. laevis 
L1 ribosomal protein gene, 6975 
RNA-protein interactions, 6975 
Oogenesis 
D. melanogaster 
orb mRNA localization, 2235 
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orb mRNA 
D. melanogaster 
localization during oogenesis, 2235 
oriS 
HSV-1 
interactions with cellular proteins, 2545 
Ornithine decarboxylase 
antizyme binding, 87 
antizyme, proteolysis by, 87 
mouse 
mediation of c-Myc-induced apoptosis, 
5741 
Oxytricha nova 
telomerase RNA, 7827 


p21’ - GMPPNP 
association with MEK1 
dependence on B-Raf, 7153 
protein 
effector loop 
interactions with ralGDS proteins, 7483 
EGF-induced activation 
involvement of Shc, 1575 
human 
activation in keratinocytes, 7078 
insulin-induced activation 
involvement of Shc, 1575 
p23 protein 
chicken 
unactive progesterone receptor com- 
plexes, 1956 
p35 gene 
AcMNPV 
control of apoptosis, 5212 
p40 protein 
S. cerevisiae 
inhibition of Cdc28, 3320 
p42 mitogen-activated protein kinase 
role in platelet aggregation, 463 
p45 protein 
activation by anisomycin, 7352 
role in c-fos and c-jun induction, 7352 
protein 
tyrosine phosphorylation of CD45 
PTPase, effects of, 1308 
p53 gene 
codon 248 
CpG methylation, 4225 
human 
transactivation by c-Myc/Max, 7805 
p53 protein 
accumulation in ubiquitin pathway-defec- 
tive cell line, 1997 
accumulation under hypoxia, 6264 
domains, 5182 
endogenous 
generation from alternatively spliced 
RNA, 1698 
hot-spot mutants 
interactions with nuclear proteins, 6764 
human 
binding to TFIIH, 7013 
residues affecting DNA and protein 
binding, 8315 
interaction with EBV BZLF1, 1929 
interaction with mdm2, 1171 
loss during transformation of mammary 
epithelial cells, 2468 
mouse 
effect on rat creatine kinase genes, 8483 
stimulation of Py DNA replication, 2651 
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p53 RNA 
wild-type alternatively spliced 
endogenous p53 protein, generation of, 
1698 
p55 protein 
activation by anisomycin, 7352 
role in c-fos and c-jun induction, 7352 
p5SCDC protein 
association with protein kinase, 3350 
homology to S. cerevisiae Cdc20 and 
Cdc4, 3350 
p56‘* protein 
activation by p72°*, 5249 
CD45 PTPase-binding site, 1308 
interaction with CDS, 2862 
role in c-fos activation, 5812 
P58 protein 
inhibitor of PKR, 2331 
member of tetratricopeptide repeat fam- 
ily, 2331 
protein 
interaction with TCR activation motifs, 
3729 
SH2 and SH3 domains 
interactions, 6372 
p59°"" protein 
enhanced function in T cells, 4554 
p62 protein 
interaction with PLCy, 5466 
SH3 domain binding, 4509 
p65 subunit of NF-«B 
interaction with EBV BZLF1, 1939 
p70CORE protein 
human 
binding to grp78, 5533 
p72” protein 
activation of p56'*, 5249 
p85 protein 
binding site on p110B, 2577 
p90 ribosomal S6 kinase 
role in platelet aggregation, 463 
protein 
human 
homology to rat ERK-3, 8202 
p100 protein 
HTLV-I Tax, association with, 1374 
p1108 protein 
p85-binding site, 2577 
p120™* protein 
association with E-cadherin complexes, 
8333 
p135°*? protein 
interactions with a subunit of type I IFN 
receptor, 8133 
p190 RhoGAP 
GTP binding, 7173 
p70/85°**, area upstream of 
bifurcation 
c-fos and c-jun induction, 1066 
histone H3 and HMG-like protein 
phosphorylation, 1066 
Pan/E2A proteins 
rat 
expression during lymphopoiesis, 4087 
Paramecium tetraurelia 
macronuclear mutations 
non-Mendelian inheritance, 2479 
Parechinus angulosus 
suGF1 protein 
binding, 1410 
exclusion by nucleosome core, 1410 
involvement in gene regulation during 
development, 1402 


member of G-string factor family, 1402 
Pbx1 protein 
human 
fusion with E2A, 3938 
PC2 cofactor 
human 
mediation of transcription activation, 
3927 
PC12 cells 
rat 
kinase pathway regulation, 6522 
neuronal differentiation, 6954 
PCFI-1 mutation 
S. cerevisiae 
amino acid substitution in TFIIIC, 822 
Pdr3 protein 
S. cerevisiae 
transcriptional control by Pdr3, 4653 
PDR3S gene 
S. cerevisiae 
transcriptional control by Pdr3, 4653 
PEBP2aB protein 
mouse 
multiple isoforms, 3242 
PEBP2/CBF protein 
mouse 
regulation of myeloid genes, 5558 
PEP phosphatase 
nuclear localization, 4938 
Peptidyl-tRNA molecules 
S. cerevisiae 
induction of frameshifting, 8107 
Period mRNA cycling 
D. melanogaster 
head and body tissues, 7211 
Peripheral blood T cells 
human 
effect of CD28 signaling on c-Rel, 7933 
Peroxisome assembly factor 1 
hamster, 5458 
PET54, PET122, and PET494 proteins 
S. cerevisiae 
interactions, 1045 
petD gene 
C. reinhardtii 
transcription in chloroplasts, 6171 
petD mRNA 
C. reinhardtii 
maturation in chloroplasts, 6180 
pfmdrl1 gene 
P. falciparum 
expression in mammalian cells, 2419 
role in chloroquine susceptibility, 2419 
P-glycoprotein 
S. cerevisiae 
FK520 resistance conferred by expres- 
sion, 277 
P-glycoprotein gene 
amplification, 5202 
PHD1 gene 
S. cerevisiae 
regulation of pseudohyphal growth, 
2100 


Pheromone response pathway 
S. cerevisiae, 1054 
Phorbol esters 
Vav activation, 4749 
Phosphatidylinositol 3-kinase 
85-kDa subunit 
inhibition of DNA synthesis and c-fos 
expression by SH2 domain, 7466 
activation 
mediation of, 42 
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role in insulin action, 4902 
activation by EGF 
role of ErbB3, 3550 
mouse 
subunit interaction domains, 2675 
p110 and p85 subunits, interactions be- 
tween, 42 
SH2 domain, 5929 
Phosphoenolpyruvate carboxykinase gene 
transcriptional regulation, 7124 
Phospholipase C-y 
interaction with protein related to p62, 
5466 


X. laevis 
activation by FGF receptor, 3006 
Phospholipase C-y1 
interaction with pp36-38, 4435 
PDGF-R, activation through 
IL-2 production, enhancement of, 1213 
Phospholipase D 
v-Sre-induced activity 
mediation by G protein, 3676 
Phosphomannose isomerase 
A. nidulans, 6030 
Phosphotyrosine phosphatases 
Syp 
adapter linking GRB2-Sos to PDGF 
receptor, 509 
Pigment-cell-specific genes 
fibroblasts 
transactivation, 1179 
Pituitary cells 
RXR function, 7105 
Pituitary-specific gene expression 
regulation by Ras signaling pathway, 1553 
PKC] gene 
S. cerevisiae 
stimulation of recombination by muta- 
tion, 6039 
PKR protein 
58-kDa inhibitor 
member of tetratricopeptide repeat 
family, 2331 
Placental lactogen genes 
human 
tissue-specific enhancer downstream of, 
93 


Plasma membrane 
Ras protein localization, 4722 
Plasmid maintenance functions 
D. discoideum 
Ddp1 plasmid, 6117 
Plasmids 
autonomously replicating 
effect of transcription on replication, 
2516 
Plasmodium falciparwm 
chloroquine susceptibility 
role of pfmdr1 gene, 2419 
pfmdr1 gene 
expression in mammalian cells, 2419 
role in chloroquine susceptibility, 2419 
I-Plastin 
human 
expression in intestine and kidney, 2457 
isoform of chicken fimbrin, 2457 
Platelet-derived growth factor 8 receptor 
kinase insert 
role of Tyr-716, 6715 
signaling pathway stimulation 
activation of PKC-8, 6727 
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Platelet-derived growth factor receptor 
linking to GRB2-Sos complex, 509 
PLCyI activation 

IL-2 production, enhancement of, 1213 

“Plug and socket” strategy 
repeated gene targeting, 6936 

PMLI gene 
S. cerevisiae 

homology to E. coli mutL, 407 
PML protein 
human 
disruption in acute promyelocytic leuke- 
mia, 6858 
growth suppression, 6858 

PMS! gene 

S. cerevisiae 
role in recombination, 4802 

Polarized cell growth 

S. pombe 
Cdc42 GTPase, 1075 

Poly(A) polymerase 
multiple functional domains, 2946 

Polyadenylation 
cytoplasmic 

X. laevis embryos, 7867 
T. brucei, 7428 

procyclin mRNAs, 3668 
X. laevis 

cdk2 RNA, 5870 

Polyadenylation signals 
S. cerevisiae, 4633 

Polycomb group proteins 
D. melanogaster 

transcriptional repression, 1721 
mammals 
transcriptional repression, 1721 
Polyomavirus 
DNA replication 
stimulation by DNA polymerase «-pri- 
mase, 2767 
stimulation by p53, 2651 
T antigen 
interaction with DNA polymerase a-pri- 
mase, 2767 
interaction with pRB, 1886 
trans activation of DNA synthesis en- 
zymes, 1886 

POU domains 
Brn-3a and Brn-3b, 6907 

pp59” protein 
stable association with pp125*4*, 147 

pp60°”* protein 
SH2-dependent pp125*“* binding 

regulation by pp125*4* autophosphory- 
lation, 1680 
stable association with pp125*4*, 147 
pp125** protein 
autophosphorylation 
regulation of SH2-dependent pp60°° 
binding, 1680 
stable association with pp60"° and pp59*”, 
147 

pp36-38 protein 
interaction with GRB2 and PLC-y1, 4435 

Pre-B-cell colony-enhancing factor 
human 

cDNA, 1431 

Precursor-producing enzymes 

trans activation by polyomavirus large T, 
1886 

Pre-mRNA 
binding to C-protein tetramer, 518 
interactions with U2 snRNPs during 


spliceosome assembly, 2994 
S. cerevisiae 
commitment to splicing pathway, 3623 
Pre-mRNA splicing 
D. melanogaster 
role of su(s) gene, 859 
human 
CALC-I, 951 
Pre-rRNA processing 
human, 4044 
mouse, 4044 
Primary cells 
transfection with AAV plasmid DNA- 
liposome complexes, 2411 
Primary keratinocytes 
human 
activation, 7078 
PRL-1 protein 
rat 
nuclear PTPase, 3752 
Procyclic acidic repetitive protein promoter 
T. brucei 
functional similarity to rRNA promoter, 
5804 
Procyclin mRNAs 
T. brucei 
polyadenylation, 3668 
Prodynorphin gene 
rat 
induction, 2837 
Proerythroblasts 
mouse 
apoptosis, 4183 
Progesterone receptor 
DNA binding 
effect of HMG-1, 3376 
human 
A and B isoforms, 8356 
signaling pathways, 8356 
Progesterone receptor complexes 
unactive 
p23 protein, 1956 
Prointerleukin-1B gene 
human 
mediation of expression, 7285 
Proliferating-cell nuclear antigen 
S. cerevisiae 
interaction with Cdc44, 4390 
Proliferating-cell nuclear antigen gene 
transcriptional regulation in T lympho- 
cytes, 4233 
Proliferating-cell nuclear antigen promoter 
modulation of expression by E1A 243- 
residue protein, 543 
Proliferin gene promoter 
mouse 
delayed early serum response region, 
601 


Promoter stimulation 

mouse 

TATA dependent, 4258 

Promoter-coupling factor 

binding to a-fetoprotein gene, 6616 
Protease mapping 

analysis of RAR conformational changes, 

7 


Protein export 
S. pombe 
role of Srp54, 7839 
Protein kinase A 
inhibition of Raf-1, 6696 
S. cerevisiae 
modulation of RAP1 activity, 1920 
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X. laevis 
inhibition of oocyte maturation, 4419 
Protein kinase C 
1 isoform 
localized on rough ER, 3782 
Protein kinase C-8 
activation by PDGF 8 receptor signaling 
pathway, 6727 
Protein phosphatase 1 
inhibition 
effect on CREB phosphorylation, 4398 
Protein phosphatase 2A 
effect on SV40 DNA replication, 4616 
Protein phosphatase 2C 
S. cerevisiae homolog, 3634 
S. pombe 
role in heat shock response, 3742 
Protein phosphatases 
type 1 
S. cerevisiae, 896, 4731, 6789 
Protein targeting 
glycolipid-enriched membrane fraction, 
5384 


Protein transport 
human U1-70K, 4662 
Protein tyrosine kinases 
targeting to glycolipid domains, 5384 
Prothymosin a gene 
rat 
regulation by c-myc, 3853 
Prp39 protein 
S. cerevisiae, 3623 
Prp proteins 
S. cerevisiae 
interactions with U2 snRNA, 6337 
psbC mRNA 
C. reinhardtii 
translation, 5268 
Pseudohyphal differentiation 
S. cerevisiae 
effect of elm4-1 mutation, 4671 
Pseudohyphal growth 
S. cerevisiae 
regulation by PHD1, 2100 
Ptcl protein 
S. pombe 
role in heat shock response, 3742 
PTP1 and PTP2 proteins 
D. discoideum 
regulatory functions, 5154 
PTR2 gene 
S. cerevisiae 
peptide transport, 104 
PU.1 transcription factor 
effect on tissue-specific M-CSF receptor 
expression, 373 
PU.1/Spi-1 protein 
involvement in FeyR1 gene expression, 
5023 


Rab6 protein 
S. cerevisiae 
requirements for Golgi apparatus local- 
ization, 744 
Rabbit 
heme-regulated eIF-2a kinase 
erythroid expression, 3906 
TATA core factor 
binding to uteroglobin gene, 6208 
TATA palindrome factor 
binding to uteroglobin gene, 6208 
uteroglobin gene 
factors binding to TATA box, 6208 
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rac p21 protein 
involvement in membrane ruffling, 2447 
rad2 gene 
human 
role in DNA repair and chromosome 
segregation, 4878 
S. pombe 
role in DNA repair and chromosome 
segregation, 4878 
Rad2 and Rad¢4 proteins 
S. cerevisiae 
interaction with TFIIH, 3569 
RAD7 and RADI6 genes 
S. cerevisiae 
role in excision repair, 6135 
rad16 gene 
S. pombe 
homology to S. cerevisiae RAD1, 2029 
RADSO gene 
S. cerevisiae, 3414 
Radiation 
effects on DNA synthesis at DHFR locus, 
1901 


Radiation transformation 
primary human mammary epithelial cells 
loss of p53, 2468 
Raf-1 protein 
activation 
blockage by IFNs, 8018 
complex with RAS and MEK-1, 8212 
inhibition by PKA, 6696 
raf locus 
mouse 
regulation of a-fetoprotein, 6497 
Raf protein 
interactions with Ras, 5318 
stimulation of activity by growth factors 
control of, 2343 
B-Raf protein 
activation of MAP kinase cascade, 6944 
regulation of MEK-1/MAP kinase path- 
way, 6522 
stimulation by NGF, 6944 
RAG-2 protein 
chicken 
expression in thymocytes, 7298 
ralGDS protein family 
interactions with p21” effector loop, 7483 
Ran/TC4 protein 
human 
effect of mutations on cell cycle pro- 
gression, 4216 
protein 
S. cerevisiae 
modulation of activity by PKA, 1920 
Rapamycin 
definition of bifurcation-containing area 
upstream of p70/855°, 1066 
Ras1 protein 
S. pombe, 50 
novel interfering mutants, 3707 
Ha-ras gene 
regulation of fibronectin mRNA, 3085 
H-ras 
suppression of albumin enhancer activity, 


Ras pathway 
mammals 
control of heat shock gene transcrip- 
tion, 4929 
S. cerevisiae 
control of heat shock gene transcrip- 
tion, 4929 


Ras protein 
cellular activity 
G)/G, phase, 5441 
complex with RAF-1 and MEK-1, 8212 
interactions with Raf, 5318 
role in cdc2 promoter activation, 5710 
Vav protein, activation by, 906 
Ras(17N) protein 
GEF interaction, residues critical for, 
1113 
growth-inhibitory phenotype, residues crit- 
ical for, 1113 
A-Ras protein 
A. nidulans 
regulation of development, 5333 
H-Ras protein 
binding to CDC25, 8117 
human 
residues critical for GEF interaction, 
1104 
RAS proteins 
interfering mutants, 3707 
N-terminally myristoylated 
plasma membrane localization, 4722 
Ras signaling pathway 
components regulating pituitary-specific 
gene expression, 1553 
Ras-dependent cell growth 
inhibition by neurofibromin, 641 
Ras/mitogen-activated kinase signaling path- 
way 
effect on glucose uptake in 3T3-L1 adipo- 
cytes, 2372 
Ras/Raf signaling pathway 
mouse embryos, 6655 
ras-transformed cells 
morphological reversion caused by inhibi- 
tion of farnesyltransferase, 4193 
Rat 
acetylcholine muscarinic m1 receptor 
effect of cAMP synthesis reguiation on 
Raf stimulation, 2343 
a-MHC gene 
cardiac muscle-specific expression, 4947 
atrial natriuretic factor gene 
stage-specific cardiac transcription, 777 
BNP gene 
cardiac transcription, 3115 
brain creatine kinase gene 
repression by p53, 8483 
cardiac muscle 
a-MHC gene expression, 4947 
a-cardiac myosin heavy-chain gene, 5056 
cholesterol 7a-hydroxylase gene 
regulation of expression, 2809 
CLK kinase 
induction of PC12 cell differentiation, 
6954 
CYP2DS5 gene 
novel cis-acting element, 1383 
Gap1™ gene 
encoding of a Ras GAP, 6879 
homology to Drosophila Gap1, 6879 
GATA-4 protein 
regulation of a-MHC gene expression, 
4947 
glucagon gene 
regulation of expression by HNF-3p, 
3514 


hepatocytes 
cell-matrix interaction and gene expres- 
sion, 5858 
growth-differentiation switch, 5858 
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HNF-38 protein 
regulation of glucagon gene expression, 
3514 


HNF-3/forkhead domain 
DNA-binding specificity, 2755 
insulin I gene 
glucose response elements, 4067 
insulin II gene 
glucose-induced transcription, 871 
lamin polymers 
binding to matrix attachment regions, 
6297 
liver cells 
nascent pre-mRNA chains, 7219 
matrix attachment regions 
binding to lamin polymers, 6297 
M-CAT binding factor, 5056 
MLC-2v gene 
regulation by USF, 7331 
muscle creatine kinase gene 
activation by p53, 8483 
Pan/E2A proteins 
expression during lymphopoiesis, 4087 
PC12 cells 
kinase pathway regulation, 6522 
neuronal differentiation, 6954 
PRL-1 protein 
nuclear PTPase, 3752 
prodynorphin gene 
induction, 2837 
prothymosin a gene 
regulation by c-myc, 3853 
RLD-1 protein 
orphan receptor, 7025 
RSRF-related A-rich binding factor, 5056 
SCP3 gene 
similarity to X-linked lymphocyte-regu- 
lated genes, 1137 
serum amyloid Al gene 
suppression of transcription by YY1, 
3 


divergent DNA-binding subunit, 3053 
tyrosine aminotransferase gene 
glucocorticoid response, 4116 
YY1 protein 
antagonism by NF-«B, 6253 
suppression of SAA/ transcription, 6253 


RB gene 


autoregulation of expression 
mediation by E2F-1, 299 


tbcS mRNA 


soybean 
degradation in vitro, 2640 


RBP-2N 


human 
transcriptional repression, 3310 


REC2 gene 


U. maydis 
function in recombination, 6287 
homologous pairing protein, 7163 


Recombination 


cell lines with different mutational re- 
sponses, 5850 
enzyme mediated 
S. cerevisiae, 4493 
extrachromosomal 
heteroduplex DNA mismatch repair, 
400 


extrachromosomal substrates, regulation 
and targeting in, 1450 

hamster APRT locus, 6663 

homologous 
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monkey a-satellite repeats, 4173 
S. cerevisiae Ty1, 6540 
homologous and diverged DNAs 
induction by double-strand gaps and 
breaks, 4802 
role of mismatch repair, 4802 
homologous sequences, 6689 
illegitimate 
DSB induced, 5794 
S. cerevisiae, 4493 
intrachromosomal 
DSB induced, 8037 
S. cerevisiae, 8037 
UV induced, 391 
mitotic 
5. cerevisiae, 6039 
nonhomologous 
human cells, 156 
S. cerevisiae, 1293 
U. maydis 
function of REC2, 6287 
V(D)J 
involvement of DNA end-binding fac- 
tor, 4741 
Ref-1 protein 
human 
activation during hypoxia response, 
5997 
Rel protein 
complex with C/EBP, 6635 
c-Rel protein 
human 
effect of CD28 signaling on, 7933 
c-Rel-p65 (RelA) complex, 2593 
RelA protein 
DNA-binding domain 
interaction with Sp1 DNA-binding do- 
main, 6570 
transcriptional activation domain, 7226 
c-Rel/p65 heterodimers 
human 
binding to «B-like site, 3772 
Replication factor C 
human 
140-kDa subunit, 1626 
mouse 
140-kDa subunit, 1626 
Replication protein A 
human 
ssDNA binding, 3993 
Restriction landmark genomic scanning 
use in comparison of DNA methylation 
patterns, 7421 
Retinal pigment epithelial cells 
normal 
MGSA/GRO transcription, 791 
Retinoblastoma binding protein 2 
human 
protein binding, 7256 
Retinoblastoma protein 
interaction with polyomavirus large T 
trans activation of DNA synthesis en- 
zymes, 1886 
stimulation of transcription, 4380 
Retinoic acid 
Oct-3/4 gene expression, repression of, 
1026 
role in K18 gene induction, 7744 
9-cis-Retinoic acid 
distinct binding determinants 
location, 2323 
Retinoic acid receptor 
dissociation from inhibitor, 5756 


Retinoic acid receptor a 
location of 9-cis-RA binding determi- 
nants, 2323 
Retinoic acid receptor B2 promoter 
ligand-dependent occupancy, 8191 
Retinoic acid receptors 
conformational changes 
analysis by protease mapping, 287 
Retinoid X receptor 
dimerization, 4311 
ligand-induced switches, 4311 
Retinoid X receptor B 
dominant negative 
inhibition of RA-responsive gene regu- 
lation, 360 
Retinoid X receptors 
function as hormone receptors, 7105 
Retrotransposon L1 reverse transcriptase 
human 
S. cerevisiae in vivo assay, 4485 
Rev protein 
HIV-1 
nucleocytoplasmic shuttling, 7436 
Reverse gyrase 
potential 
S. cerevisiae, 8391 
Reverse transcription 
Neurospora spp. 
Mauriceville plasmid, 3094 
RFA] gene 
S. cerevisiae, 7884 
RFX1 protein 
DNA-binding proteins, member of novel 
family of, 1230 
RFX protein 
human 
complementation of MHC class II regu- 
latory mutants, 6839 
role in bare lymphocyte syndrome, 6839 
rho p21 protein 
involvement in membrane ruffling, 2447 
Ribosomal gene transcription 
X. laevis 
steps sensitive to protein phosphoryla- 
tion, 2011 
Ribosomal protein $4 genes 
human, 2485 
mouse, 2485 
Ribosome synthesis 
S. cerevisiae 
necessity of secretory pathway function, 
2493 
Rif locus 
mouse 
regulation of a-fetoprotein, 6497 
RIM11 protein kinase 
S. cerevisiae 
phosphorylation of IMEi, 7909 
RLD-1 protein 
rat 
orphan receptor, 7025 
RNA editing 
T. borreli, 8174 
RNA helicases 
human and S. cerevisiae, 7611 
RNA polymerase II 
S. cerevisiae 
acidic domain, 7507 
transcription of nascent RNA chains, 7219 
RNA polymerase III 
S. cerevisiae 
C25 subunit, 6164 
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suppression of mutations by FHL1, 
905 


T. brucei 
mediation of U2 snRNA transcription, 
2021 
transcription reinitiation 
stimulation by La, 2147 
RNA polymerase III gene expression 
D. melanogaster 
induction by TPA, 339 
RNA processing 
immunoglobulin, 7891 
nonimmunoglobulin, 7891 
RNA splicing 
HIV-1, 3960 
RNA stability 
Rous sarcoma virus, 1986 
RNA synthesis 
role in homologous pairing, 6097 
Rodents 
U20 snoRNA 
encoded in nucleolin gene intron, 5766 
Rous sarcoma virus 
LTR 
EFII enhancer-C/EBP binding, 4855 
requirements for RNA stability, 1986 
transformed chicken embryo fibroblasts 
attenuation of S6 phosphatase activity, 
200 
RPS14 locus 
hamster 
origin of bidirectional DNA replication, 


R-PTP-« 

mediation of homophilic binding, 1 
tRNA promoter 

T. brucei 

functional similarity to PARP pro- 
moter, 5804 

RSRF-related A-rich binding factor 

rat, 5056 


S6 phosphatase 
attenuation of activity in transformed fi- 
broblasts, 200 
Saccharomyces cerevisiae 
a-factor 
export, 1438 
ADR!I protein 
activation domains, 629 
inhibitory regions, 629 
potential target genes, 3842 
a-agglutinin 
cell wall anchorage, 4825 
a-factor pheromone receptor 
internalization, 7245 
al protein 
interaction with MCM1, 2534 
amino acid permeases, 6597 
region 
DNA unwinding, 4624 
ARS1 replicator 
functional elements, 7643 
ARS307 replicator 
functional elements, 7643, 7652 
BSD2 gene 
metal homeostasis, 7037 
Bub! protein kinase, 8282 
gene 
bypass of CLN requirement for 
START, 2041 
carbon source-dependent gene expression, 
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casein kinase II 
role in eIF-2a phosphorylation, 5139 
CCR4 protein 
leucine-rich repeat, 4522 
CDCI gene 
effect of mutations on recombination, 
8037 
Cdc28 protein 
inhibition by p40, 3320 
CDC44 protein 
homology to replication factor C, 255 
interaction with PCNA, 4390 
nucleotide binding, 255 
required for cell cycle progression, 255 
Cdc68 protein 
effects on cell cycle-regulated promot- 
ers, 7455 
cell cycle START 
genes that can bypass CLN require- 
ment, 2041 
chitin synthases 
regulation, 7685 
chromatin structure 
modulation by CPF1, 5229 
chromosomal DNA replication origins, 
3524 
chromosomal intertwinings, 1465 
chromosome segregation 
effects of PP1 and Ipl1, 4731 
role of DBF8, 6350 
CLN2 gene 
regulation of expression, 4779 
transcription, 4788 
Cln2 protein 
PEST motif, 7953 
commitment of pre-mRNA to splicing 
pathway, 3623 
COX3 mitochondrial MRNA 
proteins that activate translation, 1045 
COXII protein 
expression in mitochondria, 4643 
CPAI gene 
translational control, 2378 
CPF1 protein 
modulation of chromatin structure, 
5229 
gene 
activation by HSF, 8155 
CUP9 gene 
copper homeostasis, 7792 
DBF8 gene 
role in chromosome segregation, 6350 
DNA damage 
drug induced, 8071 
DNA mismatch repair 
requirement for MLHI and PMS1, 407 
DNA photolyase 
binding to drug-damaged DNA, 8071 
DNA polymerase a-primase complex 
B-subunit function in DNA replication, 
923 
DNA repair 
double-strand breaks, 1278 
role of RAD7 and RADI16, 6135 
double-strand breaks 
induction of recombination, 8037 
repair by RADS2-independent recombi- 
nation, 1293 
repair during strain transformation, 


elF-2a 
phosphorylation, 5139 
elF-2B 


GCD7 subunit mutations, 3208 
elm4-1 mutation 
effect on pseudohyphal differentiation, 
4671 


factor b 
binding to VP16 and p53, 7013 
ferric reduction 
genes required for, 3065 
FHLI gene 
suppression of RNA Pol III mutations, 


Flp recombinase, 7492 
FREI and FRE2 genes 
ferric reduction, 3065 
fumarase 
distribution, 4770 
mitochondrial processing, 4770 
G protein 
yy subunit, 4571 
GACI-encoded protein phosphatase 
regulatory subunit, 896 
GALI gene 
glucose repression, 3834 
GALI1 protein 
regulation of telomere structure and 
position effect, 3791 
GAL80 gene 
transcription initiation, 6819 
GCN2 protein 
suppression of mutations in, 7920 
GCN4 gene 
translational control, 606, 7920 
GCN4 mRNA 
reinitiation in translational control, 
616 
gene conversion 
DSB induced, 3863 
spontaneous, 3863 
genes controlling sensitivity to K. lactis 
toxin, 6306 
Glc7 protein 
role in cell cycle progression, 3158 
role in glucose repression, 6789 
glc7-1-encoded protein phosphatase, 896 
glucose repression 
modulation by MSN3, 1972 
role of GLC7, 6789 
GPD1 gene 
glycerol-3-phosphate dehydrogenase, 
4135 


G-protein subunits, 3223 
GSH1 gene 
regulation by yAP-1, 5832 
GTS1 gene 
effect on budding and cell size, 5569 
heat shock factor 
activation of CUP1, 8155 
interactions between DNA-bound tri- 
mers, 501 
transcription activation while bound to 
nucleosomal DNA, 189 
histone genes 
transcription, 5223 
histone H1 expression, 2822 
HMR locus 
repression by adjacent telomere, 446 
ICL1 gene, 3613 
IME1 protein 
phosphorylation by RIM11, 7909 
in vitro transcription system 
modulation of activator potency, 2731 
in vivo assay for human L1 RT, 4485 
intragenic transcriptional control, 214 
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Ipli protein kinase 
role in chromosome segregation, 4731 
KNR¢4 gene 
(1,3)-8-glucan synthesis, 1017 
KTI12 gene 
role in sensitivity to K. lactis toxin, 6306 
L-A double-stranded RNA virus 
Gag protein linkage to mRNA cap 
structure, 2664 
Leu3-DNA complex 
molecular architecture, 5547 
Lhp1 protein 
homology to La, 5412 
LPDI1 gene 
activation and repression sites, 214 
lysine biosynthesis genes 
repression, 6411 
M, satellite virus 
expression, 2664 
mating 
role of MIDI, 8259 
mating-type switching 
mutations causing delays in, 3414 
MCM1 binding sites 
library, 348 
MCM1 protein 
interaction with a1, 2534 
MDS1 gene 
encoding of putative GSK-3 homolog, 
831 
meiosis 
DNA replication origins, 3524 
meiotic mRNA stability 
regulation by UMES, 3446 
MGE protein 
complex with hsp70 and preproteins, 
6627 
mitochondrial homolog of E. coli GrpE, 
6627 
role in membrane translocation, 6627 
MIDI gene 
role in Ca?* influx and mating, 8259 
MIGI1 protein 
target site recognition, 1979 
MIPI gene 
homology to rat MIP gene, 5603 
role in oxidative metabolism, 5603 
mitochondria 
COXII expression, 4643 
mitochondrial transcription 
glucose repression, 1160 
mitosis 
DNA replication origins, 3524 
MLH1 gene 
homology to E. coli mutL, 407 
MODS proteins 
subcellular locations, 2298 
MOT2 gene 
negative regulator, 3139, 3150 
MSN3 protein 
modulation of glucose repression, 1972 
multiubiquitin chain assembly, 7876 
multiubiquitination-deficient mutant 
inhibition of proteolysis and cell cycle 
progression, 5501 
NHP6A and NHP6B genes 
components of SLT2 MAP kinase path- 
way, 2391 
nonhomologous recombination 
repair of double-strand breaks, 1293 
protein 
nucleus-cytoplasm shuttling, 8399 
RNA binding, 8399 


2905 
1278 
| 
| 


xxxiv SUBJECT INDEX 


nuclear genes 

role in glucose repression of mitochon- 

drial transcription, 1160 

nucleosomal DNA 

binding to heat shock factor, 189 
p40 protein 

inhibition of Cdc28, 3320 
PCFI-1 mutation 

amino acid substitution in TFIIIC, 822 
Pdr3 protein 

transcriptional control of PDR5, 4653 
PDRS gene 

transcriptional control by Pdr3, 4653 
peptidyl-tRNA molecules 

induction of frameshifting, 8107 
PETS4, PET122, and PET494 proteins 

interactions, 1045 
P-glycoprotein expression 

FKS520 resistance, 277 
PHDI1 gene 

regulation of pseudohyphal growth, 

2100 


pheromone response pathway, 1054 
PKCI gene 
stimulation of recombination by muta- 
tion, 6039 
PMS1 gene 
homology to E. coli mutL, 407 
role in recombination, 4802 
polyadenylation signals, 4633 
potential reverse gyrase, 8391 
proliferating-cell nuclear antigen 
interaction with Cdc44, 4390 
protein kinase A 
modulation of RAP1 activity, 1920 
Prp39 protein, 3623 
Prp proteins 
interactions with U2 snRNA, 6337 
pseudohyphal differentiation 
effect of elm4-1 mutation, 4671 
pseudohyphal growth 
regulation by PHD1, 2100 
PTR2 peptide transport gene, 104 
Rab6 protein 
requirements for Golgi apparatus local- 
ization, 744 
Rad2 and Rad4 proteins 
interaction with TFIIH, 3569 
RAD7 and RAD16 genes 
role in excision repair, 6135 
RADSO gene, 3414 
RAP! protein 
modulation of activity by PKA, 1920 
Ras pathway 
control of heat shock gene transcrip- 
tion, 4929 
recombination 
DSB induced intrachromosomal, 8037 
enzyme mediated, 4493 
illegitimate, 4493 
mitotic, 6039 
replication forks arrested at 3’ end of 
rRNA genes 
chromatin structure, 318 
transcriptional activity, 318 
gene, 7884 
ribosome synthesis 
necessity of secretory pathway function, 
2493 
RIM11 protein kinase 
phosphorylation of IME1, 7909 
RNA polymerase II 
acidic domain, 7507 


RNA polymerase III 
C25 subunit, 6164 
suppression of mutations by FHL/, 
S 


RPB6 protein 
homology to human and hamster 
RPBé6s, 4155 
secretory pathway 
function necessary for ribosome synthe- 
sis, 2493 
Sgs1 protein 
interaction with Top3, 8391 
SLT2 MAP kinase pathway 
NHPOA and NHP6B genes, 2391 
SLYI gene, 2493 
SOKI gene 
overexpression, 5619 
SPTIO gene 
control of histone gene transcription, 
5223 
SPT21 gene 
control of histone gene transcription, 
223 


Ste2 protein 
functions of third cytoplasmic loop, 
3339 
STES protein 
mutational activation, 1054 
STE6 gene 
Mata2-mediated repression, 4002 
nucleosomal TATA box, 4002 
STE14 gene 
nucleotide sequence, 1438 
role in a-factor export, 1438 
stress resistance, 7876 
sua8 suppressors 
effect on transcription start site selec- 
tion, 226 
superoxide dismutase, 7037 
Swi4 protein 
role in CLN2 regulation, 4779 
TATI and TAT2 genes 
amino acid permeases, 6597 
TBP mutants 
altered TATA recognition, 3719 
telomeres 
regulation of structure and position ef- 
fect, 3791 
TEM1 gene 
role in M-phase termination, 7476 
TFIIB 
transcription of TATA box-containing 
and TATA-less genes, 2798 
mutation in second largest subunit, 822 
Top3 protein 
interaction with Sgs1, 8391 
topoisomerase II 
C-terminal domain, 3197 
multimerization, 6962 
TPD1 gene 
PP2C homolog, 3634 
translation 
cap dependent and cap independent, 
7322 


translational control, 5898 
GCN4 gene, 606 
tRNA genes, 7920 
transcriptional repressor elements, 1266 
Tyl retrotransposon 
cDNA integration, 6540 
in vitro integration, 5719, 5731 
recombination, 6540 
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Ty3 retrotransposon, 8229 
type 1 protein phosphatase 
role in chromosome segregation, 4731 
U2 snRNA 
alternative folding, 1689 
effect of mutations on U2 snRNP func- 
tion, 1689 
interactions with Prp proteins, 6337 
U2 snRNP, 6337 
US snRNA 
secondary structure, 2180 
Ubc3 (Cdc34) protein 
phosphorylation, 3022 
ubiquitination, 3022 
UMES gene 
regulation of meiotic mRNA stability, 
3446 


XRS2 gene, 3414 
yAP-1 protein 
regulation of GSH1, 5832 
YGP1 gene 
expression regulated by nutrient avail- 
ability, 2740 
Sap1 protein 
S. pombe 
essential for viability, 2058 
mating type switch activation, 2058 
SATB1 protein 
mouse 
novel DNA-binding motif, 1852 
Scaffold attachment regions 
effects during mouse development, 4694 
Schizosaccharomyces pombe 
casein kinase II « and B subunits, 576 
Cdc42 GTPase 
polarized cell growth, control of, 1075 
cek1* gene, 6361 
cell cycle 
Cig1-Cig2 interaction, 768 
Cig1 and Cig2 cyclins 
interaction in cell cycle, 768 
cut8* gene, 6361 
protein, 50 
heat shock response 
role of Ptcl (PP2C), 3742 
mating-type switching 
activation by Sap1, 2058 
mfm3 gene, 3895 
novel interfering ras1 mutants, 3707 
origin of replication 
specific replication initiation, 1796 
PP2C 
role in heat shock response, 3742 
protein export 
role of Srp54, 7839 
Ptcl protein 
role in heat shock response, 3742 
rad2 gene 
human homolog, 4878 
role in DNA repair and chromosome 
segregation, 4878 
rad16 gene 
homology to S. cerevisiae RAD1, 2029 
protein, 50 
Sap1 protein 
essential for viability, 2058 
mating type switch activation, 2058 
sexual response pathways 
RAS and G protein action, 50 
Srp54 protein 
role in protein export, 7839 
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Sciara coprophila 
origin of DNA amplification 
analysis by 3D gel method, 1510 
scid mouse cells 
integration of hairpin and linear DNA 
substrates, 3876 
SCP3 gene 
rat 
similarity to X-linked lymphocyte-regu- 
lated genes, 1137 
Sea urchin 
suGF1 protein 
binding, 1410 
exclusion by nucleosome core, 1410 
involvement in gene regulation during 
development, 1402 
member of G-string factor family, 1402 
U6 snRNA gene 
requirements for transcription, 2191 
Secretory pathway 
S. cerevisiae 
function necessary for ribosome synthe- 
sis, 2493 
E-Selectin promoter 
cytokine-induced expression, 5701 
human 
NF-«B sites, 5820 
similarity to IFN-B promoter, 6464 
Serine/threonine kinases 
D. melanogaster 
activin receptor complex, 944 
Serum amyloid Al gene 
rat 
suppression of transcription by YY1, 
6253 
Serum amyloid A3 gene 
mouse, 4475 
Serum amyloid A gene 
expression under acute-phase conditions, 
4324 
Serum response element 
c-fos gene, 5920 
Serum response factor 
human 
hyperphosphorylation, 4991 
SRE-binding activity, 4991 
interaction with Elk-1, 3283 
Sex chromosomes 
human 
ribosomal protein $4 genes, 2485 
mouse 
ribosomal protein S4 genes, 2485 
Sexual response pathways 
S. pombe 
RAS and G protein action, 50 
Sgs1 protein 
S. cerevisiae 
interaction with Top3, 8391 
SH2 domains 
85-kDa subunit of PI 3-kinase 
inhibition of DNA synthesis and c-fos 
expression, 7466 
PI 3-kinase, 5929 
recognition of specific motifs, 2777 
SH2 and SH3 domains 
p59*” protein 
interactions, 6372 
roles in regulation of Abl tyrosine kinase, 
2883 
SH3 domains 
binding to p62, Shc, and hnRNP K, 4509 


shavenbaby-ovo gene region 
D. melanogaster 
multiple products, 6809 
She protein 
binding sites on EGFR, 5192 
binding to a 145-kDa protein 
stimulation by cytokines, 6926 
involvement in p21” activation, 1575 
SH3 domain binding, 4509 
SH-PTP1 protein 
mouse 
Lck-dependent tyrosyl phosphorylation, 
1824 
SH-PTP2 protein 
human 
role in insulin-stimulated Ras activity, 


Signal transduction 
B-cell receptor 
role of Csk, 7306 
CD28 molecule, 7933 
hepatic and neuronal cells 
LIFR-gp130 cooperation, 138 
IL-5 mediated 
role of IL-5 receptor a-chain cytoplas- 
mic domain, 7404 
PDGF and EGF mediated 
inhibition, 7855 
TNF 
mediation by JNKs, 8376 
Signaling pathways 
ErbB-3 protein 
coupling with various proteins, 492 
GM-CSF and IL-3, 5975 
IL-6 and IFN-y 
convergence, 1657 
mitogenic 
ret specific, 663 
mouse embryos 
Ras/Raf, 6655 
PDGF B receptor 
effect of stimulation on PKC-8, 6727 
progesterone receptor, 8356 
Ras dependent, 7943 
Silkworm 
FTZ-F1 
activation of fushi tarazu transcription, 


TFIUR 
isoleucine tRNA, 3588 
role in transcription and DNA cleavage, 
3596 
tRNA“! genes 
interactions with TFIIIB and Pol III 
fractions, 1806 
silk gland specific vs. constitutive, 1806 
Simian virus 40 
DNA replication 
Drosophila factors, 5114 
effect of PP2A, 4616 
DNA synthesis 
initiation sites, 5043 
large T antigen 
nuclear import, 5088 
small t antigen 
cooperation with MAP kinases, 6244 
inhibition of CREB dephosphorylation, 
5881 
regulation of CREB transcriptional 
stimulation, 5881 
stimulation of AP-1 activity, 6244 
T antigen 
functions of different domains in brain 
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tumors, 2686 
interactions with DNA polymerase 
a-primase, 3176 
role of pRb-binding region in cell cycle, 
6743 
T-antigen intron 
methylation of single sites, 2004 
Single-stranded DNA 
human 
RPA binding, 3993 
sir2 mutants 
K. lactis 
drug hypersensitivity, 4501 
Skeletal muscle 
cTnC gene transcription 
control by novel myogenic regulatory 
circuit, 1870 
human 
AMLI expression, 8051 
mouse 
new GDI isoform, 3459 
Slow/cardiac troponin C gene 
transcription activation by GATA-4, 7517 
transcription in skeletal muscle 
control by novel myogenic regulatory 
circuit, 1870 
SLT2 mitogen-activated protein kinase path- 
way 
S. cerevisiae 
NHP6A and NHPOB genes, 2391 
SLYI gene 
S. cerevisiae, 2493 
Small nuclear RNA genes 
maize, 5910 
Small t antigen 
SV40 


cooperation with MAP kinases, 6244 
inhibition of CREB dephosphorylation, 
5881 
regulation of CREB transcriptional 
stimulation, 5881 
stimulation of AP-1 activity, 6244 
gene 
S. cerevisiae 
overexpression, 5619 
Somatic cell hybrids 
intertypic 
regulation of apoptosis, 6125 
Soybean 
rbcS mRNA 
degradation in vitro, 2640 
Sp1 protein 
DNA-binding domain 
interaction with RelA DNA-binding 
domain, 6570 
glutamine-rich activation domains 
species-specific interaction with TBP, 


SP60/cotC gene 
D. discoideum, 5840 
Spliceosome assembly 
pre-mRNA-U2 snRNP interactions dur- 
ing, 2994 
Splicing 
alternative 
D. melanogaster Ddc, 7385 
mouse GAD mRNAs, 7535 
mouse nfkb1, 8460 
competition with cleavage-polyadenylation 
in Igu gene 
effect of exon size, 77 
cotranscriptional, 7219 
D. melanogaster 
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small introns, 3434 


effect of exon size in vivo, 2140 
exon and intron sequences required for, 


SPTIO gene 
S. cerevisiae 
control of histone gene transcription, 
5223 
SPT2I gene 
S. cerevisiae 
control of histone gene transcription, 


5223 
SR proteins 


splicing enhancer complex with U1 
snRNP, 7670 
gene 
avian sarcoma virus 
effect of frameshift mutations on 


mRNA levels, 1835 
induction of mouse TIS10/PGS2 gene, 


6531 
Src protein 
suppression by Csk, 5402 
c-Sre protein 
elevated activity 
neu-expressing mammary tumors, 735 
v-Sre protein 
induction of PLD activity 
mediation by G protein, 3676 
Srm protein 
mouse 
nonreceptor tyrosine kinase, 6915 
Srp54 protein 
5. pombe 
role in protein export, 7839 
Stat4 protein 
expression in myeloid differentiation, 4342 
IFN-y activation site binding, 4342 
STAT-91 protein 
human 
nuclear translocation, 4759 
Ste2 protein 
S. cerevisiae 
functions of third cytoplasmic loop, 
3339 
STES protein 
5. cerevisiae 
mutational activation, 1054 
STE6 gene 
S. cerevisiae 
Mata2-mediated repression, 4002 
nucleosomal TATA box, 4002 
STE14 gene 
S. cerevisiae 
nucleotide sequence, 1438 
role in a-factor export, 1438 
Stress resistance 
S. cerevisiae, 7876 
Strongylocentrotus purpuratus 
U6 snRNA gene 
requirements for transcription, 2191 
sua8 suppressors 
S. cerevisiae 
effect on transcription start site selec- 
tion, 226 
suGF1 protein 
sea urchin 
binding, 1410 
exclusion by nucleosome core, 1410 
involvement in gene regulation during 
development, 1402 
member of G-string factor family, 1402 


Superoxide dismutase 
S. cerevisiae, 7037 
suppressor of Hairy-wing protein 
D. melanogaster 
DNA structure alteration, 5645 
suppressor of sable gene 
D. melanogaster 
role in pre-mRNA splicing, 859 
Surface antigen mRNA precursor 
T. brucei 
RNA processing, 7428 
Surfactant protein B gene promoter 
regulation by TTF-1 and HNF-3, 5671 
Swi4 protein 
S. cerevisiae 
role in CLN2 regulation, 4779 
Sxl protein 
D. melanogaster 
RNA binding, 4975 
Syp phosphotyrosine phosphatase 
adapter linking GRB2-Sos to PDGF re- 
ceptor, 509 


T antigen 
polyomavirus 


interaction with pRB, 1886 
stimulation by DNA polymerase a-pri- 
mase, 2767 


trans activation of DNA synthesis en- 
zymes, 1886 
SV40 


functions of different domains in brain 
tumors, 2686 
interactions with DNA polymerase 
a-primase, 3176 
role of pRb-binding region in cel) cycle, 
6743 
T cells 
c-fos mRNA induction 
control by calcium, 4579 
mouse 
SH-PTP1 phosphorylation, 1824 
transgenic mice 
human CD4 gene, expression of, 1084 
T lymphocytes 
human 
HOXB genes, 4872 
inactivation of Cdk2 inhibitor, 4889 
mouse 
ETS domain proteins, 7569 
transcriptional regulation of PCNA gene, 


t(1;19) translocation 
human, 3938 
TALI proteins 
human 
DNA recognition sequences, preferred, 
1256 
T-antigen intron 
S$V40 
methylation of single sites, 2004 
Target cell death 
triggered by cytotoxic T lymphocytes, 427 
TATI and TAT2 genes 
S. cerevisiae 
amino acid permeases, 6597 
TATA core factor 
rabbit 
binding to uteroglobin gene, 6208 
TATA palindrome factor 
rabbit 
binding to uteroglobin gene, 6208 
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TATA-binding protein 
A. castellanii 
subunit of TIF-IB, 597 
interaction with c-Fos, 6021 
interaction with domains of Sp1, 1582 
intracellular association with c-Myc, 1147 
S. cerevisiae 
altered TATA recognition by mutants, 
3719 
T. thermophila 
nuclear differentiation, 723 
Tax protein 
HTLV-I 
activation of NF-xB/Re), 7377 
highly responsive DNA elements, 456 
interaction with ATF3, 4958 
mediation of NF-kB activation, 6443 
p100 protein, association with, 1374 
Tel transposon 
C. elegans, 3426 
TC21/R-Ras2 protein 
aberrant function 
malignant transformation, 4108 
T-cell function, peripheral 
normal in c-Fos-deficient mice, 1566 


T-cell leukemia 


HSB2 


Lek activation, 2429 


T-cell receptor 


activation motifs 
interactions with p595” and ZAP-70, 


mouse yd 
Vy3 promoter, 803 
signaling, 8078 
signaling proteins 
Iga and Igf, functional homology to, 
1095 
T-cell receptor B-chain enhancer 
activity and tissue specificity 
requirement for GATA elements, 4286 
T-cell receptor 5 enhancer 
regulation by c-Myb-core-binding factor 
cooperation, 473 
T-cell receptor 6 locus 
mouse thymocytes, 4455 
Tec protein kinase 
mouse 
association with c-kit, 8432 
Telomerase RNA 
O. nova, 7827 
Telomere synthesis 
de novo 
E. crassus, 554 
Telomeres 
C. pallidivittatus 
tandem DNA repeats, 8028 
human 
restoration in HPV-immortalized ano- 
genital cells, 961 
unusual chromatin, 5777 
S. cerevisiae 
regulation of structure and position ef- 
fect, 3791 
TEM] gene 
S. cerevisiae 
role in M-phase termination, 7476 
Testes 
mouse 
LINE-1 expression, 2584 
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12-0-Tetradecanoylphorbol-13-acetate 
(TPA) 
induction of RNA Pol Ill gene expression 
mediation by TFIIIB, 339 
Tetrahymena thermophila 
D8 rRNA variable region 
essential role, 4203 
DNA rearrangement sites, 5939 
long inverted repeats, 5939 
mitotically dividing nucleus 
linker proteins, 10 
nuclear differentiation 
TBP, 723 
TBP 
nuclear differentiation, 723 
TFE3 protein 
bHLH-ZIP domain 
mediation of enhancer-promoter inter- 
action, 7704 
Three-dimensional gels 
novel method for DNA amplification ori- 
gin analysis, 1510 
Thrombospondin 
loss of transcriptional activity in Ni-trans- 
formed ce))s, 85) 
Thymidine kinase promoter 
mouse 
regulation by Egr-1, 5242 
Thymidylate synthase ribonucleoprotein 
complex 
human colon cancer cells, 207 
Thymocytes 
chicken 
RAG-2 protein, 7298 
mouse 


TCR 6 locus, 4455 
Thyroid hormone receptor 
dissociation from inhibitor, 5756 
Thyroid hormone receptor-DNA complexes 
immunoprecipitation, 7621 
Thyroid transcription factor 1 
regulation of SPB promoter, 5671 
TIS10/PGS2 gene 
mouse 
v-src induction, 6531 
Tissue factor gene 
human 
LPS induction, 3772 
Tissue transglutaminase 
human 
effect on apoptosis, 6584 
TK6 lymphoblast clones 
human 
microsatellite mutation frequency, 4373 
tk coding region 
HSV 
methylation of single sites, 2004 
TKO protein 
human 
IRF family regulation, 1477 
Tobacco 
NPKS protein kinase 
homology to S. cerevisiae SNF1, 2958 
tolloid gene 
D. melanogaster 
repression by dorsal morphogen, 713 
tom retrotransposon 
D. ananassae 
envelope protein, 5392 
Top3 protein 
S. cerevisiae 
interaction with Sgs1, 8391 


Topoisomerase II 
mitochondrial 
T. equiperdum, 3660, 5891 
S. cerevisiae 
C-terminal domain, 3197 
multimerization, 6962 
gene 
S. cerevisiae 
PP2C homolog, 3634 
Transcription 
effect on replication of autonomously rep- 
licating plasmids, 2516 
Transcription factor ITH 
human 
binding to VP16 and p53, 7013 
Transcription factor 
mediation of TPA-induced RNA Pol III 
gene expression, 339 
S. cerevisiae 
transcription of TATA box-containing 
and TATA-less genes, 2798 
Transcription factor MIC 
human 
divergent DNA-binding subunit, 3053 
Tat 
divergent DNA-binding subunit, 3053 
S. cerevisiae 
mutation in second largest subunit, 822 
Transcription factor IIR 


silkworm 


isoleucine tRNA, 3588 


role in transcription and DNA cleavage, 


Transcriptional enhancer factor 1 
cell-specific repressor, 5290 
Transcriptional initiator activity 
mammalian cells 
DNA sequence requirements, 116 
Transforming growth factor B 
growth-inhibitory receptors, 3810 
involvement in regulation of fibrosarcoma 
cell adhesion and growth, 5326 
Transforming growth factor B1 
induction of apoptosis 
regulation by various genes, 2352 
Transforming growth factor 63 
mRNA, novel 
breast cancer cells, 619 
Transforming growth factor B type II recep- 
tor 
replacement for activin type II receptor in 
inducing mesoderm, 4280 
Transgenic mice 
angiogenesis 
effect of Fps/Fes, 6755 
elastase I enhancer 
A element activity, 2048 
epidermis 
HPV-16 E6 and E7 gene expression, 
8250 
human aldolase A gene expression 
fast muscle specific, 6797 
human CD19 gene expression 
impaired B-cell development, 3884 
human y-globin gene expression, 6087 
lenses 
cell cycle regulation, 6743 
liver 
human apoB gene transcription, 2243 
macrophages 
human CD4 gene, expression of, 1084 
MLC-2-luciferase fusion genes 
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ventricular muscle-specific expression, 
1220 


T cells 


human CD4 gene, expression of, 1084 
Translation 


S. cerevisiae 
cap dependent and cap independent, 
7322 


Translational control 
mRNA-protein interactions, 5898 
S. cerevisiae 

GCN4 gene, 606 
X. laevis 


cdk2 RNA, 5870 


Translational repression 
vertebrate mRNAs with 5’ pyrimidine 


tract, 3822 
Triosephosphate isomerase gene 
human 
nonsense codons, 8219 
Triosephosphate isomerase mRNA 
human 
nuclear abundance, 6317 
TRK-B gene 
human 
expression in neuroblastomas, 759 
tRNA 
T. brucei 
encoded in nucleus, 2317 
import into mitochondria, 2317 
tRNA genes 
S. cerevisiae, 7920 
transcriptional repressor elements, 1266 
tRNA“" genes 
silkworm 
interactions with TFIIB and Pol 11] 
fractions, 1806 
silk gland specific vs. constitutive, 1806 
TRP-1 promoter 
melanocyte-specific expression, 3494 
Trypanoplasma borreli 
mitochondria 
genomic organization, 8174 
RNA editing, 8174 
Trypanosoma brucei 
mitochondrial RNP complexes 
guide RNA specific, 2629 
nucleus-encoded tRNA 
import into mitochondria, 2317 
PARP and rRNA promoters 
functional similarity, 5804 
polyadenylation, 7428 
procyclin mRNAs 
polyadenylation, 3668 
RNA Pol III-like enzyme 
mediation of U2 snRNA transcription, 
2021 
surface antigen mRNA precursor 
RNA processing, 7428 
U2 snRNA gene 
RNA Pol III-mediated transcription, 
2021 
upstream tRNA genes 
role in small RNA gene expression, 
6736 
variant surface glycoprotein 
monocistronic transcript, 5579 
Trypanosoma equiperdum 
kinetoplast DNA maxicircles, 5891 
minicircle segregation 
role of mitochondrial topoisomerase II, 
3660 


mitochondrial topoisomerase II 
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inhibition, 5891 
role in minicircle segregation, 3660 
Trypanosoma rhodesiense 
point mutations 
strand bias, 3971 
VSG gene conversion, 3971 
TSG-6 gene 
human 
regulation, 6561 
al-tubulin gene 
D. melanogaster 
insulating DNA, 6398 
ubiquitous transcription, 6398 
Tubulin mRNAs 
autoregulation, 4076 
Tubulins 
facilitated folding, 2895 
Tumor necrosis factor 
signal transduction, 8376 
synergy with interferons 
mediation, 1322 
Tumor necrosis factor alpha 
human 
cytotoxicity, 5661 
Tumor suppressor genes 
evidence for presence on human chromo- 
some 17, 534 
Tyl retrotransposon 
S. cerevisiae 
cDNA integration, 6540 
in vitro integration, 5719, 5731 
recombina‘i.~n, 6540 
Ty3 retrotransposon 
S. cerevisiae, 8229 
Type I adenylyl cyclase 
function in transcription, 8272 
Type 1 collagenase gene 
human, 7182 
Type I interferon receptor 
a subunit 
binding to p135°*?, 8133 
phosphorylation, 8133 
Tyrosinase gene 
human 
melanocyte-specific transcription, 8058 
Tyrosinase promoter 
human 
melanocyte-specific expression, 7996 
Tyrosine aminotransferase gene 
rat 
glucocorticoid response, 4116 


U1 small nuclear ribonucleoprotein particles 
m,G cap hypermethylation, 4160 
splicing enhancer complex with SR pro- 
teins, 7670 
U2 small nuclear ribonucleoprotein particles 
interactions with pre-mRNA during 
spliceosome assembly, 2994 
S. cerevisiae, 6337 
U2 small nuclear RNA 
S. cerevisiae 
alternative folding, 1689 
effect of mutations on U2 snRNP func- 
tion, 1689 
interactions with Prp proteins, 6337 
U2 small nuclear RNA gene 
T. brucei 
RNA Pol III-mediated transcription, 
2021 
US small nuclear RNA 
S. cerevisiae 
secondary structure, 2180 


U6 RNA 
C. fasciculata, 4565 
L. seymouri, 4565 
U6 small nuclear RNA gene 
sea urchin 
requirements for transcription, 2191 
U16 small nucleolar RNA 
X. laevis, 2966 
U20 small nucleolar RNA 
encoded in mammalian nucleolin gene 
intron, 5766 
U1-70K protein 
human 
transport, 4662 
Ubc3 (Cdc34) protein 
S. cerevisiae 
phosphorylation, 3022 
ubiquitination, 3022 
Ubiquitin cross-reactive protein conjugates 
human 
cytoskeletal distribution, 8408 
Ubiquitin pathway 
defective cell line 
p53 accumulation, 1997 
Ucp gene 
brown-fat-specific expression 
regulation by upstream enhancer, 59 
UMES gene 
S. cerevisiae 
regulation of meiotic mRNA stability, 
3446 
Upstream activation sequences 
control of Y. lipolytica XPR2 expression, 
327 


Upstream stimulatory factor 
regulation of rat MLC-2v gene, 7331 
Upstream tRNA genes 
role in small RNA gene expression 
C. fasciculata, 6736 
L. pifanoi, 6736 
T. brucei, 6736 
Urokinase-type plasminogen activator 
mRNA 
3' UTR 
instability-regulating sites, 4920 
USF protein 
promoter activation in cooperation with 
VZV IE 62, 6896 
Ustilago maydis 
REC2 gene 
function in recombination, 6287 
homologous pairing protein, 7163 
recombination 
function in REC2, 6287 
Uteroglobin gene 
rabbit 
factors binding to TATA box, 6208 


Variant surface glycoprotein 
T. brucei 
monocistronic transcript, 5579 
Variant surface glycoprotein gene 
T. rhodesiense 
conversion, 3971 
Varicella-zoster virus 
IE 62 protein 
promoter activation in cooperation with 
USF, 6896 
Vav protein 
guanine nucleotide exchange activity, 4749 
mediation of transformation, 6848 
Ras protein, activation of, 906 
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Vector targeting 
insertion, 8385 
replacement, 8385 
Vertebrate mRNAs 
5’ pyrimidine tract 
translational repression, 3822 
Vimentin gene 
chicken 
regulation, 934 
vit-2 promoter 
C. elegans 
VPE sequences, 484 
Vitamin D, receptor 
conversion of homodimers into VDR- 
RXR heterodimers 
ligand modulation, 3329 
Vitellogenin mRNA-binding protein, 3130 
von Willebrand factor gene 
expression 
endothelial cell-specific regulation, 999 
VP16 protein 
HSV 
binding to TFIIH, 7013 
HSV-1 
transcriptional activation, 3484 


Wnt genes 
transformation of mammary epithelial 
cells, 6278 
WTI protein 
human 
DNA recognition by splicing variants, 
3800 


X chromosome 
human 
methylation analysis of HPRT gene, 
1419 


X protein 
hepatitis B virus 
c-Jun/c-Fos DNA-binding activity, in- 
duction of, 989 
Xenopus laevis 
5S RNA genes 
expression, 4704 
animal caps 
mesoderm induction, 3006 
cdk2 RNA 
polyadenylation, 5870 
translation, 5870 
y-crystallin gene family 
transcription in lens and nonlens tis- 
sues, 1355 
DNA end joining, nonhomologous 
overlap formation, 888 
E2F protein 
developmental regulation, 5000 
embryos 
cytoplasmic polyadenylation, 7867 
Eg2 mRNA, 1893 
specific deadenylation, 1893 
FGF receptor, 3006 
L1 ribosomal protein gene 
regulatory intron, 6975 
maturation-promoting factor 
role in 5S RNA gene expression, 4704 
MEF? protein 
role in MyoDa transcription, 686 
mesoderm induction, 3006 
MyoDa promoter 


VoL. 14, 1994 


transcription activation, 686 
oocytes 
cytoplasmic dsRNA-binding protein, 
5425 


inhibition of maturation, 4419 
L1 ribosomal protein gene, 6975 
PCNA-dependent abasic site repair, 
6187 
RNA-protein interactions, 6975 
phospholipase C-y 
activation by FGF receptor, 3006 
protein kinase A 
inhibition of oocyte maturation, 4419 
ribosomal gene transcription 
steps sensitive to protein phosphoryla- 
tion, 2011 
U16 snoRNA, 2966 
vitellogenin mRNA-binding protein, 3130 
xFF1r orphan receptors 
expression in embryogenesis, 2786 
relationship to FTZ-F1, 2786 
xUBF protein 
crossover DNA binding, 2871 


DNA bending and wrapping, 6476 
xFF1r orphan receptors 
X. laevis 
expression in embryogenesis, 2786 
relationship to FTZ-F1, 2786 
XPR2 gene 
Y. lipolytica 
control of expression by UASs, 327 
XRCC1 DNA repair protein 
interaction with DNA ligase III, 68 
XRS2 gene 
S. cerevisiae, 3414 
xUBF protein 
X. laevis 
crossover DNA binding, 2871 
DNA bending and wrapping, 6476 


yAP-1 protein 
S. cerevisiae 
regulation of 5832 
Yarrowia lipolytica 
XPR2 gene 
control of expression by UASs, 327 


SUBJECT INDEX  xxxix 


YGP1 gene 
S. cerevisiae 
expression regulated by nutrient avail- 
ability, 2740 
YY1 protein 
mammary gland factor, counteracted by, 
128 
rat 
antagonism by NF-«B, 6253 
suppression of SAA/ transcription, 6253 
repression of B-casein gene expression, 
1752 
repression of B-casein promoter, 128 


ZAP-70 protein 
interaction with TCR activation motifs, 
3729 
ZEB protein 
repression of IgH enhancer, 6153 
Zta protein 
EBV 
functional targets, 8365 
transactivation, 3041 
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